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• Forest biodiversity conservation needs
knowledge about the environmental
drivers.

• We studied forest stand, microclimate,
soil, litter, landscape, and land-use his-
tory.

• The response of eleven forest-dwelling
organism groups was evaluated.

• Stand structure and tree species compo-
sition were the most important drivers.

• Management has the potential to ensure
favorable conditions for biodiversity.
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Harmonization of timber production and forest conservation is a major challenge of modern silviculture. For the
establishment of ecologically sustainable forestmanagement, themanagement-related environmental drivers of
multi-taxon biodiversity should be explored. Our study reveals those environmental variables related to tree spe-
cies diversity and composition, stand structure, litter and soil conditions, microclimate, landscape, and land-use
history that determine species richness and composition of 11 forest-dwelling organism groups. Herbs, woody
regeneration, ground-floor and epiphytic bryophytes, epiphytic lichens, terricolous saprotrophic, ectomycorrhizal,
and wood-inhabiting macrofungi, spiders, carabid beetles, and birds were sampled in West Hungarian mature
mixed forests. The correlations among the diversities and compositions of different organism groups were also
evaluated.
Drivers of organism groups were principally related to stand structure, tree species diversity and composition,
andmicroclimate, while litter, soil, landscape, and land-use historical variableswere less influential. The complex
roles of the shrub layer, deadwood, and the size of the trees in determining the diversity and composition of
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Soil
Stand structure
Tree species composition
various taxawere revealed. Standswithmore tree species sustainedhigher stand-level species richness of several
taxa. Besides, stands with different dominant tree species harbored various species communities of organism
groups. Therefore, landscape-scale diversity of dominant tree species may enhance the diversity of forest-
dwelling communities at landscape level. The effects of the overstory layer on forest biodiversity manifested in
many cases via microclimate conditions. Diversity of organism groups showed weaker relationship with the di-
versity of other taxa than with environmental variables.
According to our results, the most influential drivers of forest biodiversity are under the direct control of the ac-
tual silvicultural management. Heterogeneous stand structure and tree species composition promote the differ-
ent organism groups in various ways. Therefore, the long-termmaintenance of the structural and compositional
heterogeneity both at stand and landscape scale is an important aspect of ecologically sustainable forest
management.

© 2021 The Author(s). Published by Elsevier B.V. This is an open access article under the CC BY-NC-ND license
(http://creativecommons.org/licenses/by-nc-nd/4.0/).
1. Introduction

Forests hold most of the Earth's terrestrial biodiversity, therefore
preserving forest biota is crucial for global biodiversity conservation
(FAO and UNEP, 2020). According to the regional assessment of biodi-
versity and ecosystem services, there is a strong and continuous biodi-
versity loss in European forests (IPBES, 2018). At the same time, the
demand for timber is increasing; thus, the purposes of timber produc-
tion and conservation within forest management practice must be har-
monized (Bouget et al., 2012). To contrive how biodiversity can be
preserved during forest management, as a first step, we must find the
key determinants of forest biota.

A significant number of environmental drivers have been revealed to
be important for the different components of the forest biota. However,
the results are various and often context-dependent (Blondeel et al.,
2019). The studied forest types, forestry systems, the involved organism
groups, and environmental variables all influence the results (Paillet
et al., 2010; Gossner et al., 2014; Sabatini et al., 2014; Lelli et al.,
2019). In management guidelines and strategies, among the environ-
mental characteristics, only a few structural variables are used as biodi-
versity indicators (EEA, 2016). Deadwood is themost commonone since
it serves as a habitat, substrate, or hiding, breeding, or feeding place for
numerous saproxylic, epixylic, and other organisms (Stockland et al.,
2012). Large trees are also often considered based on their importance
for epiphytic species and cavity-nesting birds and bats (Mollet et al.,
2013; Hofmeister et al., 2015). Intensive studies of deadwood and
large trees can be explained also by the fact that both are strongly re-
duced inmanaged forests, thus organisms related to them are especially
threatened (Stockland et al., 2012; Bütler et al., 2013). However, if not
only the demands of these deadwood- and large tree-associated organ-
isms are considered but also those of a wider variety of the biota occur-
ring in forests, the simultaneous investigation of a broader range of
potential environmental drivers is necessary.

Tree species composition of forest stands proved to be the main
driver of forest biodiversity in numerous studies (Penone et al., 2019;
Ampoorter et al., 2020). It can directly determine the diversity and com-
position of the regeneration layer (Ádám et al., 2013), of the epiphytic
taxa (Mezaka et al., 2012), and of the parasitic or symbiont fungi
(Smith and Read, 2008). Understory vegetation is related to the tree
species composition via complex pathways (light, throughfall, litter,
etc., Barbier et al., 2008, Chamagne et al., 2016).Many insects are related
to specific tree species (Horák, 2011), and herbivorous mammals also
show a preference for certain woody species (Ohse et al., 2017). Stand
structure and tree species composition usually affect forest organisms
indirectly through microclimate factors; for instance, the presence of a
secondary canopy or a shrub layer influences the light conditions,
which is one of the main drivers of understory herbs and tree regener-
ation (Plue et al., 2013). Besides, temperature and humidity are also de-
termined by the stand structure and may be crucial for several taxa
(Renvall, 1995; Oxbrough et al., 2006; Nordén et al., 2012). Understory
vegetation offers heterogeneous habitats for animals living near the
2

ground (Riechert and Gillespie, 1986; Mollet et al., 2013), while due to
trophic relationships understory species richness and cover may influ-
ence thediversity and composition of herbivores and taxa onhigher tro-
phic levels (Tews et al., 2004). Soil and litter conditions may determine
the plant assemblages (Hofmeister et al., 2019) and the soil-inhabiting
fungi (Ferris et al., 2000), while mainly litter characteristics can influ-
ence the ground-dwelling arthropods such as carabids (Sklodowski,
2014) and spiders (Ziesche and Roth, 2008). The surrounding landscape
can be relevant for taxa acting on larger areas, such as birds or larger
mammals (Mollet et al., 2013), or for taxa with good dispersal ability
(Seibold et al., 2019). Land-use history may be crucial for species with
low dispersal because they can hardly recolonize if the forest continuity
is breaking (Hermy and Verheyen, 2007).

Most of these environmental variables can be influenced by forest
management directly (stand structure and tree species composition)
or indirectly via the stand characteristics (microclimate, litter, and top-
soil variables). Landscape characteristics (such as spatial connectivity of
forests, heterogeneity of management systems or tree species composi-
tions, presence of meadows and shrublands in the landscape) are influ-
enced byhumanactivities aswell, even if usually they are not considered
in the course of forest planning that focuses on stand-scale consider-
ations. Landscape characteristics are especially neglected in landscapes
that are composed by small private forests with numerous different
owners.

Our aim was to explore the most important drivers of forest biodi-
versity among those factors that can be influenced by forest manage-
ment. We emphasize the key characteristics of the studied temperate
mixed forests that should be preserved during ecologically sustainable,
multi-purpose forest management. The responses of many organism
groups to the environmental conditions have already been thoroughly
studied during our project, based on the same data, in individual,
single-taxon-focused publications (vascular understory: Márialigeti
et al., 2016; woody regeneration: Tinya et al., 2019; ground-floor bryo-
phytes: Márialigeti et al., 2009; epiphytic bryophytes: Király et al., 2013
and Ódor et al., 2013; lichens: Nascimbene et al., 2012; fungi: Kutszegi
et al., 2015, 2021; spiders: Samu et al., 2014; and birds: Mag and Ódor,
2015). In the present multi-taxon study, we synthesize our findings
and focus on the comparisons of the main drivers of different organism
groups, analyzing only the species richness and general composition, as
well as the correlation among the organismgroups. The strengths of this
study are i) the variety of studied tree species combinations, ii) the
broad spectrumof investigated environmental variables, and iii) the sig-
nificant number of organism groups involved.

Investigated stands were chosen based on the presence and propor-
tion of ecologically and economically important tree species such as the
broadleaved beech (Fagus sylvatica) and oaks (Quercus petraea and
robur), and the coniferous Scots pine (Pinus sylvestris).We sampled stands
with various combinations of these species and their monodominant
stands also. Besides, admixing species were also present in different pro-
portions. The Őrség region of Hungary gave an excellent opportunity to
this study, because—for land-use historical reasons—forest stands of this

http://creativecommons.org/licenses/by-nc-nd/4.0/
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hilly area are quite heterogeneous with respect to their tree species com-
position and dominant tree species, while macroclimatic and geographi-
cal conditions are rather uniform. Recent forest management of the
stands is various, both even-aged and uneven-aged management occur
in the region. As our aim was to investigate the effects of management-
driven environmental variables, separated from edaphic effects, we did
not include sites with special edaphic conditions (e.g., alluvial forests,
mire forests, or stands on rocky hill-sides).

The involved environmental variables describe not only the tree spe-
cies diversity and composition and stand structure, but also numerous
other characteristics that are influenced by the recent forest stand,
such as litter, topsoil, and microclimate, or by management activities at
landscape scale (Table 1). The 11 investigated organism groups (under-
story herbs, regeneration of woody species, ground-floor and epiphytic
Table 1
Potential explanatory variables. Values are given for the 35 studied plots. In order to fulfill norm
variables that have skewed distributions were ln-transformed before the analyses.

Explanatory variables Abbrevi

Overstory tree species diversity and composition
Tree species richness TreeS
Tree species Shannon diversity (H′) TreeH
Relative volume of beech (%) Beech%
Relative volume of hornbeam (%) Hornbe
Relative volume of oaks (Q. petraea, Q. robur, and Q. cerris, %) Oaks%
Relative volume of Scots pine (%) Pine%
Relative volume of other admixing trees (%) Admixin

Stand structure
Density of trees (stems/ha) TreeDen
Density of large trees (> 50 cm DBH, stems/ha) LargeTr
Density of shrubs (> 50 cm height, < 5 cm DBH, stems/ha) ShrubD
Basal area of trees (m2/ha) BA
Mean DBH of trees (cm) dbhM
Variation coefficient of DBH dbhCV
Volume of snags (m3/ha) Snags
Volume of logs (m3/ha) Logs
Cover of deadwood (m2/ha) DWCov
Cover of understory vegetation (m2/ha) Underst
Cover of ground-floor bryophytes (m2/ha) Bryophy

Litter and soil
Cover of litter (m2/ha) LitterCo
Litter weight (g/900 cm2) LitterW
Proportion of deciduous litter (%) DecidLi
Proportion of decayed litter (%) DecayLi
Litter pH LitterpH
Litter carbon content (%) LitterC
Litter nitrogen content (%) LitterN
Cover of mineral soil (m2/ha) SoilCov
Soil pH SoilpH
Soil fine texture (clay and silt) proportion (%, 0–10 cm) Clay%
Soil carbon content (%, 0–10 cm) SoilC
Soil nitrogen content (%, 0–10 cm) SoilN
Soil phosphorus content (mg P2O5/100 g, 0–10 cm) SoilP
Soil potassium content (mg K2O/100 g, 0–10 cm) SoilK

Microclimate
Mean relative diffuse light (%) LightM
Variation coefficient of relative diffuse light LightCV
Temperature difference (K) TempM
Temperature range difference (K) TempR
Air humidity difference (%) HumidM
Air humidity range difference (%) HumidR

Landscape
Proportion of forests in the landscape (%) Forest%
Proportion of regenerating areas in the landscape (%) RegenA
Proportion of open areas in the landscape (%) OpenAr
Landscape diversity (H′) Landsca

Land-use history
Proportion of forests in the landscape in 1853 (%) PastFor
Proportion of meadows in the landscape in 1853 (%) PastMe
Proportion of arable lands in the landscape in 1853 (%) PastAra
Plot was forest in 1853 (binary) PlotWa
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bryophytes, epiphytic lichens, terricolous saprotrophic, ectomycorrhizal,
and wood-inhabiting macrofungi, spiders, carabid beetles, as well as
birds) cover a broad range of ecological demands and functions from
the forest biota. In many studies, one or few taxa are used as surrogates
for the whole forest biodiversity (Lewandowski et al., 2010); however,
this approximation is strongly controversial (de Groot et al., 2016;
Sabatini et al., 2016; Jokela et al., 2018). Our multi-taxon approach en-
ables the comparison of the diversity pattern of the various organism
groups and the evaluation of whether their response to the different en-
vironmental conditions is similar.

Our main questions were as follows:

1) Which environmental characteristics are themost important drivers
of forest biodiversity? How are the species richness and composition
ality assumption for the residuals, and to avoid heteroscedasticity, themarked explanatory

ations Mean (min. – max.) Transform.

5.63 (2−10) ln
0.847 (0.097–1.802) ln
27.9 (0.0–94.4) ln

am% 3.9 (0.0–21.8) ln
36.4 (1.1–98.0) ln
26.2 (0.0–76.9) ln

g% 0.02 (0.00–0.17) ln

sity 593.39 (217.75–1392.75) –
ees 17.14 (0.00–56.25) ln
ensity 952.14 (0.00–4706.25) ln

32.87 (21.49–42.26) –
26.65 (13.70–40.75) –
0.480 (0.172–0.983) –
8.99 (0.90–65.02) ln
10.51 (0.17–59.48) ln
261.57 (79.44–729.99) ln

oryCov 740.80 (19.19–4829.30) ln
teCov 247.37 (16.57–2201.59) ln

v 9367 (7815–9834) –
eight 147.66 (105.41–243.08) –
tter 14.71 (2.54–32.80) –
tter 67.71 (51.58–84.16) –

5.29 (4.86–5.68) –
65.69 (42.87–78.09) –
1.28 (0.83–1.84) –
146.75 (8.56–472.22) –
4.33 (3.96–4.84) –
51.95 (27.60–68.60) –
6.45 (3.30–11.54) –
0.22 (0.11–0.34) –
4.29 (1.96–9.35) –
7.74 (4.00–13.10) –

2.93 (0.62–10.36) ln
0.51 (0.12–1.23) ln
−0.10 (−0.93–0.73) –
0.94 (−0.42–2.49) –
0.84 (−1.83–3.32) –
1.89 (−2.27–6.58) –

89.80 (56.92–100.00) –
reas% 5.73 (0.00–23.03) ln
eas% 4.72 (0.00–45.25) –
peH 1.114 (0.108–1.858) –

est% 76.58 (24.03–100.00) –
adows% 7.26 (0.00–40.73) –
ble% 16.16 (0.00–61.27) –
sForest 0.800 (0–1) –
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of 11 forest organism groups related to these environmental
variables?

2) How strongly are the studied organisms groups correlated regarding
their species richness (alpha diversity) and species composition?

2. Material and methods

2.1. Study area

The study area is located in the Őrség National Park, West Hungary
(N 46°51′–55′, E 16°07′–23′, ca. 13 km× 24 km, Fig. 1). The topography
consists of hills and wide valleys, and the elevation varies between 250
and 350 m a.s.l. The mean annual temperature is 9.0–9.5 °C, and the
mean annual precipitation is 800 mm (Dövényi, 2010). Alluvial gravel
forms the bedrock, mixed with loess. The soil of the area is acidic and
nutrient poor. On hills, pseudogleyic brown forest soil (Planosol or
Luvisol) is the most common soil type, while in the valleys, mire and
meadow soils (Gleysols) are typical (Krasilnikov et al., 2009).

The particularity of the area is that forests with various tree species
compositions and stand structures occur under similar climatic,
topographical, and bedrock conditions (see Appendix A regarding the
historical reasons of this phenomenon). Beech, sessile, and pedunculate
oak, hornbeam (Carpinus betulus), and Scots pine are the dominant
species, creating both monospecific and mixed stands. Admixing
species (e.g., silver birch—Betula pendula, common aspen—Populus
tremula, sweet chestnut—Castanea sativa, wild cherry—Prunus avium)
are present in a relatively high proportion (Tímár et al., 2002). The
height of the trees varies from 20 m to 30 m, while the living stock is
300–600 m3/ha. The shrub layer is mainly composed of tree regenera-
tion, with about 80% hornbeam and beech.

2.2. Data collection

Investigated standswere selected from the stand structural database
of the Hungarian National Forest Service by stratified random sampling
(Fig. 1). The 35 selected stands represent different tree species combina-
tions of the typical species of the region (Fig. A.1, Table A.1). As a first
step, we selected mature, closed stands with similar site conditions,
based on the following criteria: age of the dominant tree layer was be-
tween 70 and 100 years, they grew on relatively level ground, sites
Fig. 1. Location of the study area in Őrség region, West Hungary (N 46°

4

had absence of directwater influence, the canopy closurewasminimum
70% and spatial independence of the sites was achieved by using a min-
imum distance 500 m between them. As a second step, stands were
selected based on their main tree species (sessile and pedunculate
oak, beech, and Scots pine) covering monodominant stands and mixed
forests with a broad range of proportions of these overstory species.
Among stands with similar tree species compositions, the sampled
stand was selected randomly. Although the sample is representative
for the mixed forests of the Őrség region, we suppose that the explored
relationships have broader relevance since such mixed forests occur in
many lowland and hilly regions in Europe (EEA, 2007). Most of the in-
vestigated standsweremanaged either by spontaneous or standardized
selection or shelterwood forestry systems; furthermore, three unman-
aged reserves were also sampled (Fig. A.1, Table A.1). The management
systemsusedwere connected to the ownerships and not to the tree spe-
cies combinations: private forests were managed mainly by uneven-
aged system,while in state forests, even-agedmanagementwas applied
(Table A.1). However, independently from the current management
system,most forests in the region (even the reserves) are secondary for-
ests, because the area was deforested for extensive farming in the 13th
century. From the 19th century, agricultural use was repressed, and re-
forestation of the area began. Farming and other land-use activities,
such as litter collection and ridging (a special form of tillage) resulted
in the acidification and erosion of the soil. Detailedmanagement history
of the area can be found in Appendix A.

A total of 11 organism groups and numerous environmental vari-
ables were recorded in the 35 stands by means of various sampling
methods. The basic sampling unit of the sites was always a 40 m ×
40-m block. It was representative of the stand's general tree species
composition, canopy structure and closure and did not contain forest
roads or other human disturbances. Its distance from the forest edge
was minimum 100 m. In the center of each block, a 30 m × 30-m plot
was designated,whichwas divided into 36 contiguous 5m×5-mquad-
rats. Some variables were recorded at quadrat level (in all 36 quadrats),
or in several points within the plot, but in all cases, data were merged
for block (i.e., site) level.

Data collection took place between 2006 and 2012. Understory
herbs, woody seedlings, bryophytes, lichens, and birds were sampled
in 2006–2007, fungi, were studied in 2009–2010, while spiders and ca-
rabids were collected in 2009–2010 and 2012. There was no forestry
51′–55′ and E 16°07′–23′). Sampling plots are signed with squares.
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intervention in the studied stands in this period. In those samplings in
which repeated campaigns are not mentioned in the description of the
sampling, only one sampling per plot was performed.

2.2.1. Environmental variables
Environmental variables could be categorized as variables related to

i) overstory tree species diversity and composition, ii) stand structure,
iii) litter and soil, iv) microclimate v) landscape, and vi) land-use his-
tory. The specific variables belonging to these categories are listed in
Table 1. The methods applied for the collection of these data are de-
scribed in detail in Appendix B. We calculated the tree species richness
and diversity, the relative volume of the main tree species, respectively,
and the proportion of admixing species. The used stand structure
variables describe the density of the stand, the size of the trees, the
abundance of large trees, shrubs, understory, and deadwood. Both phys-
ical and chemical variables of the litter and topsoil were involved. We
measured the mean and heterogeneity of light, air temperature, and
air humidity. To characterize the landscape and land-use history, the
proportion of the various land-use types in the present and in the
past, and landscape diversity were applied.

2.2.2. Organism groups

2.2.2.1. Understory herbs, woody seedlings, and ground-floor bryophytes.
The absolute cover (dm2) of each species was estimated in all of the
5 m × 5-m quadrats, and summarized for the 30 m × 30-m plots.
Woody seedlings were defined as individuals of woody species shorter
than 50 cm. We did not discriminate between Quercus petraea and
Q. robur seedlings (considering both as Q. petraea). Ground-floor bryo-
phytes were defined as bryophytes occurring on the soil, on lying dead-
wood and on above-ground roots. The nomenclature follows The Plant
List (2013) for vascular plants andHodgetts et al. (2020) for bryophytes.

2.2.2.2. Epiphytic bryophytes and lichens. Epiphytic bryophytes and li-
chens were recorded in the 30 m × 30-m plots. The absolute cover
(dm2) of bryophyte and lichen species was recorded on every living
tree with a minimum of 20-cm diameter at breast height (it means ca.
20–40 trees/plot), from the base to 1.5-m height. The nomenclature fol-
lows Hodgetts et al. (2020) for bryophytes, and Nimis (2016) for
lichens.

2.2.2.3. Terricolous saprotrophic, ectomycorrhizal, and wood-inhabiting
macrofungi. Macrofungal assemblages were investigated based on spo-
rocarp incidences. We sampled basidiomycetes (excluding most of the
resupinate non-poroid taxa) and ascomycetes that develop sporocarps
visible to the naked eye (> 2 mm). Sporocarps were sampled three
times in each sampling plot: in August 2009, May 2010, and during
September–November 2010. The species identity of taxa was recorded
in each quadrat of each plot, in each sampling period. The local fre-
quency value was calculated as an abundance measure for each col-
lected fungal species. The data of the three sampling periods were
pooled, thus the maximum value of the local frequency of a species
was 36 × 3 = 108 (36 quadrats, three sampling periods). Species iden-
tification procedures are detailed in Siller et al. (2013). Nomenclature
follows Knudsen and Vesterholt (2012) and MycoBank (2013).
Macrofungal taxa were classified into three main functional groups,
namely terricolous saprotrophic fungi living on litter or any kind of bur-
ied plant debris in the uppermost 10 cm of the soil, ectomycorrhizal
fungi, and wood-inhabiting fungi colonizing dead branches, twigs,
logs, snags, and trunks or roots of living trees (Tedersoo et al., 2014).

2.2.2.4. Spiders. Pitfall trapping and suction sampling were employed to
collect spiders from each plot. Sampling was conducted in four cam-
paigns corresponding to the highest activity regime of the species,
namely summer and autumn. In each campaign, five pitfall traps were
deployed in a plot (in the center, and on the corners of a square of ca.
5

15-m sides positioned symmetrically around the center). Plastic cups
of 75-mmupper diameter were filled with 70% ethylene glycol as a pre-
servative, with somedetergent added. The trapswere open for amonth.

A hand-heldmotorized suction sampler fitted with a 0.01-m2 orifice
was applied for the suction sampling (Samu and Sárospataki, 1995).
Samplings lasted for ca. 60 s/plot. During this time, various microhabi-
tats of the stands of up to 1.5-m height were sampled such as leaves
from shrubs and lower branches of trees, trunks, deadwood surfaces,
gravel surfaces, patches of terricolous mosses, litter, and soil. Since the
number of specimens caught was smaller than initially expected, the
number of samples per plot was increased over the campaigns (from
three to eight samples per plot). Due to the various catches per sample,
all samples froma plot acrossmethods anddateswere lumped andused
as abundance data. The nomenclature of spiders follows the World
Spider Catalogue (2020).

2.2.2.5. Carabid beetles. Carabid beetleswere collectedwith the samepit-
fall traps as spiders. The samples from thefive traps of the same plot and
the different sampling campaigns were merged; the sum of the num-
bers of individuals per plotwas used as abundance data for each species.
Nomenclature of carabid beetles follows Löbl and Löbl (2017).

2.2.2.6. Birds. Bird data were collected by double-visit fixed radius point
count technique (Gregory et al., 2004) in the center of each plot. The
first count was conducted between April 15 and May 10, while the sec-
ond was carried out between May 11 and June 10. In all cases, at least
twoweeks passed between the two counts. Each surveywas conducted
for 10 min between sunrise and 10.00 a.m., when there was no rain or
strong wind blowing. We noted all the passerine, woodpecker, and
columbiformes birds seen or heard within a 100-m radius circle. Birds
of prey and corvids were excluded from the analysis due to the large
size of their territories. Common cuckoo (Cuculus canorus) was also ex-
cluded due to its special reproductive behavior. For each species, the
maximum of the two counts was used as abundance data. Nomencla-
ture for birds follows Hagemeier and Blair (1997).

2.3. Data analysis

We investigated the effects of the various environmental variables
on the species richness of the different organism groups by general lin-
ear models (GLM) and species compositions by redundancy analysis
(RDA). The same set of environmental variables (listed in Table 1) was
used both for the richness and composition models. In order to fulfill
normality assumption for the residuals, and to avoid heteroscedasticity,
some explanatory variables that have skewed distributions were ln-
transformed. Prior to the analyses, all explanatory variables were
standardized.

General linear models were built to find the most important drivers
of species richness of the organism groups (Faraway, 2005). If the de-
pendent variable (species richness) deviated from the normal distribu-
tion (understory herbs and woody seedlings), ln transformation was
applied.

Before the statistical selection procedure, pairwise correlations and
scatterplots between the dependent and explanatory variables were in-
vestigated, and multicollinearity was also considered. In the models,
only those explanatory variables were used that showed a strong and
consistent (homogeneous) linear relationship with the dependent var-
iable (it was checked visually based on the scatterplots), and whose
intercorrelations with other explanatory variables were weak (|r|
<0.5, Faraway, 2005, Borcard et al., 2011). From the intercorrelating
variables, the ones with stronger and more homogeneous relationship
with the dependent variable were selected for further analyses. This
process reduced the number of potential variables to 4–11 before statis-
tical selection procedure. The correlations and the manual preliminary
selection of the variables are detailed in Appendix D. Model selections
were performed by backward elimination; the minimal adequate



Table 2
The species richness of the studied organism groups.

Organism groups Species richness

Total Mean ± SD/plot

Understory herbs 132 21.1 ± 13.5
Woody seedlings 39 9.7 ± 4.2
Ground-floor bryophytesa 74 19.2 ± 7.0
Epiphytic bryophytesa 60 14.0 ± 5.0
Epiphytic lichens 44 9.8 ± 3.7
Terricolous saprotrophic macrofungi 127 18.3 ± 11.6
Ectomycorrhizal macrofungi 290 41.2 ± 17.1
Wood-inhabiting macrofungi 245 40.1 ± 13.3
Spiders 91 17.6 ± 4.9
Carabid beetles 34 8.0 ± 2.9
Birds 33 9.4 ± 3.0

a Ground-floor and epiphytic bryophyte assemblages contain 44 overlapping species.
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models were determined by deviance analysis with F-test (Type-III
ANOVA, Faraway, 2005). After model selection, the linearity between
the dependent and explanatory variables, the normal distribution of
the residuals, and the homogeneity of the residual error variance were
verified. Multicollinearity was also checked by variance inflation factor
(Faraway, 2005). In the case of fungi groups, the third field sampling
campaign had a long run (from early September to late October in
2010) because it was an extremely wet year, resulting in extraordinary
high sporocarp production. Since the sampling date could influence the
number of detected sporocarps in the different sites, its effect was ex-
cluded from the models by the use of partial regression (Legendre and
Legendre, 2012).

The effects of the explanatory variables on species compositionwere
investigated by redundancy analysis (Borcard et al., 2011). Preliminary
detrended correspondence analysis detected short gradient length
(lower than 3) along the first axes for each taxon that supported the
use of the linear RDA method for constrained ordination (ter Braak
and Šmilauer, 2002). To avoid the distortion effect of rare species
(Borcard et al., 2011; Legendre and Legendre, 2012), only species occur-
ring at least in four plots were included. Abundance was variously
defined at the different groups (cover for plants and lichens, local
frequency for fungi, number of individuals for animal groups). The
abundance data were ln-transformed. As a preliminary selection, the
explained variance of each explanatory variable was calculated and
tested separately, and only those variables that had significant individ-
ual explained variance were used for further selection process. Among
intercorrelating variables only one was used, similarly to the GLMs.
The process of this preliminary variable selection is detailed in
Appendix D. From the pool of the remaining potential variables, the
minimal adequatemodelwas selected bymanual backward elimination
with permutation based on pseudo-F tests with 9999 permutations
(Borcard et al., 2011; Oksanen et al., 2019). To check the manually-
built models, Akaike Information Criteria-based automatic forward
and backward selection was applied. The significance of the final
model and the canonical axes were tested by permutation test. In the
case of fungi groups, the sampling date of the third sampling campaign
was used as a covariable within a partial RDA model (Borcard et al.,
2011). From the analyses of understory herbs and woody seedlings,
one stand was excluded due to its extreme data. Consequently, only
34 sites were involved in these cases.

The cross-taxon correlations were also investigated. For species
richness data, correlation analysis with Holm correction was performed
(Zar, 1999), and for species compositions, matrix correlation and
Mantel test were used (Podani, 2000).

All analyseswere implemented in the R environment (RDevelopment
Core Team, 2019). We used the package “vegan” for the RDA (Oksanen
et al., 2019), “corrplot” for the correlation matrix (Wei and Simko,
2017) and “ggplot2” (Wickham, 2016) for constructing heatmaps.

3. Results

Altogether, 1125 species were identified from the 11 organism
groups (Table 2, Table C.1–C.11). The two most species-rich groups
were the ectomycorrhizal and wood-inhabiting macrofungi, consider-
ing both the total species richness and the mean species richness per
plot. The species richness of understory herbs, terricolous saprotrophic
macrofungi, and spiderswas intermediate,while other organismgroups
showed lower values (Table 2).

3.1. Response of species richness of the organism groups to the environmental
variables

The explained variance (R2) of the species richnessmodels of the or-
ganism groups was above 0.4, except for ectomycorrhizal macrofungi,
carabids, and birds (Table E.1). The strongest models were obtained
for the epiphytic lichens and the ground-floor bryophytes. In most
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cases, two to four environmental variables were included in the final
model, except for wood-inhabiting macrofungi that were determined
by six variables (Fig. 2). The most frequent drivers that occurred in the
final models were related to stand structure, tree species diversity and
composition, and microclimate (they occurred in the models of seven,
six, and six organism groups respectively). Litter and soil variables
were intermediately frequent (present in the models of four organism
groups). Landscape and land-use history variables were not significant
for any group (Fig. 2, Table E.1).

3.2. Response of species composition of the organism groups to the
environmental variables

In the RDAmodels (Table E.2, Fig. E.1–E.11), R2 was above 0.4 only in
one model (epiphytic lichens). It was intermediate for most of the or-
ganismgroups and below0.2 forwood-inhabitingmacrofungi, carabids,
and birds.Most of themodels contained a higher number of explanatory
variables (usually four or five) than the species richnessmodels (Fig. 2).
Overstory species composition, stand structure and microclimate vari-
ables were the most frequent ones in the models (occurring in models
of nine, eight, and seven organism groups). Litter and soil, landscape,
and land-use history variables were present only in few models (in
the case of four, two, and one organism groups respectively, Fig. 2,
Table E.2). Detailed interpretation of the species composition models
of each taxon is provided in Appendix E.

3.3. Relationships between the investigated organism groups

The correlations between the species richness values of the 11 organ-
ism groups and the Mantel tests on the species compositions of the
groups showed weak relationships among the studied taxa (Fig. 3).
Several significant correlations occurred between the photosynthetic or-
ganisms (herbs, seedlings, ground-floor and epiphytic bryophytes, and li-
chens), concerning both the species richness and composition. There
were significant relationships among the different fungal groups: in the
case of terricolous saprotrophic and wood-inhabiting fungi, both mea-
sures correlated, and the composition of terricolous saprotrophic fungi
was also related to that of ectomycorrhizal fungi. Animal groups did not
correlate with each other.We found few significant correlations between
organism groups that are taxonomically far from each other (spiders—
lichens, spiders—seedlings, wood-inhabiting fungi—birds, wood-
inhabiting fungi—carabids). There were no significant negative
correlations between any organism groups.

4. Discussion

The strongest models were obtained for the substrate-specialist ses-
sile organism groups, while mobile taxa and taxa from higher trophic
levels resulted in weaker relationships. The studied organism groups



Fig. 2. Significance of the explanatory variables a) for the species richness of the studied organism groups, based on theGLM, and b) for the species compositions based on the redundancy
analysis (RDA). Red indicates positive and blue indicates negative effects. Abbreviations of the explanatory variables are explained in the Table 1. (For interpretation of the references to
colour in this figure legend, the reader is referred to the web version of this article.)
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were driven by miscellaneous environmental variables; however, some
general patterns can be drawn. Stand structure, tree species diversity
and composition, and microclimate conditions (influenced by forest
stand) proved to be the most important determinants of forest organ-
isms. Litter and soil conditions, landscape characteristics, and land-use
history had much weaker effects.

Stand-level species richness of the organism groups was mainly in-
creased by the presence of shrub layer, the species richness of overstory
tree species, the cover of lying deadwood, the amount of light, and by
the cool, wet microclimate. The importance of stand structural variables
for forest biodiversity is affirmed by numerous other multi-taxon
surveys. It seems to be a universal phenomenon that is valid from boreal
forests (Jokela et al., 2018), through maritime pine plantations (Barbaro
et al., 2005) to temperate deciduous stands (Blasi et al., 2010). The impor-
tance ofwithin-stand tree species richness on stand-levelmulti-taxonbio-
diversity was also confirmed by the European-level study of Ampoorter
et al. (2020). Microclimate was an essential determinant of forest biodi-
versity also in temperate mountain forests (Janssen et al., 2018).

Species composition of the organism groups was influenced mainly
by the relative volumes of the main tree species, the mean size of the
trees (which reflects the presence or absence of a secondary canopy
layer), and the litter pH. Species compositions were also influenced by
microclimate conditions (light, temperature, and humidity). Accordingly,
the heterogeneity of these variables among stands may ensure the
occurrence of various communities of the forest organisms in differ-
ent stands, and thus, increases their diversity at landscape level.
Several recent multi-taxon studies also emphasized the importance
of landscape-level heterogeneity (Hilmers et al., 2018; Seibold
et al., 2019; Schall et al., 2020). In beech-dominated landscapes,
Schall et al. (2018) found that management systems enhancing
structural and microclimate heterogeneity between stands instead
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of within stands maintain higher biodiversity at landscape level.
Penone et al. (2019) concluded from the same project that tree spe-
cies composition of the stands should be kept heterogeneous not
only within stand, but also at landscape level.

In our study, all correlations between the different organism groups
were weak, but always positive.

Hereinafter, we discuss the differences between the strength of the
models first; then, we discuss the most important drivers in detail. We
evaluate the correlations between the different organism groups, we
also emphasize the limitations of the study, and as a conclusion, we give
implications for forest management practices. Structural elements that
should be enhancedwithin the stands or kept heterogeneous at landscape
level to preserve biodiversity even in managed forests are highlighted.

4.1. The strength of the models for the different organism groups

The investigated environmental variables best explained the species
richness and composition of epiphytic lichens, ground-floor, and
epiphytic bryophytes. Besides, the species richness model of wood-
inhabiting fungi also covered a high proportion of variance. All of
these organisms are substrate-specialists and are, thus strongly deter-
mined directly by the trees (species composition, tree size, and litter
quality) (Renvall, 1995; Dzwonko and Gawroński, 2002). Since they
are sessile, they proved to be highly exposed to the local microclimate
conditions (air temperature/humidity, light), which is in line with pre-
vious studies (Moora et al., 2007; Thorn et al., 2018).

Birds and carabid beetles provided theweakestmodels. Birds are the
most mobile organisms in this study; they can easily move between
stands (e.g., for foraging). As a result, we can suppose that they are
less determined by the conditions of the local stand (Mitchell et al.,
2006). Based on a landscape-level analysis done by Mag (2019) in



Fig. 3. Correlations between the species richness of the studied organism groups (upper half of the matrix); correlation coefficients of distance matrices based on species compositions
(lower half of the matrix). Significant correlations are typed as bold.
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Hungary, birds are sensitive to the proportion of forests in the landscape
at a larger scale than was studied in our project, and to several variables
of the stands at the landscape level (e.g., to the age of the stands and to
the diversity of forest types in the landscape). In our study, among the
stand-level variables, birds were the most driven by features that influ-
ence their nesting, namely the mean diameter of the trees for cavity-
nesters, and the understory cover for ground-nesting species.

Carabid beetles are generalist predators, and live mainly on the
ground layer. They may be sensitive to other characteristics of their en-
vironment (presence and abundance of prey taxa, specific microhabi-
tats, and so on) that were not measured. Ampoorter et al. (2020) also
found that taxa on higher trophic levels are less affected by the stand
characteristics than producers and primary consumers, for them the ef-
fects can prevail more directly. Jouveau et al. (2020) found that the di-
versity of forest vegetation increased the activity-density of carabid
beetles because it improved the habitat heterogeneity and ensured a
larger amount and higher diversity of available food. Coarser-scale
stand characteristics (e.g., the presence of gaps) also influence them
(Andrési et al., 2018). Mobility may also play a role in this case since
forest stands in this region are small-sized and arranged in a quite
fine-scaled mosaic; thus, carabid beetles may have been able to move
between the stands (Elek et al., 2018).

4.2. Importance of the various environmental factors

4.2.1. Stand structure
Variables related to the stand structure were determining for all or-

ganism groups. The importance of stand structure have been emphasized
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for several taxa by earlier studies (e.g., Bereczki et al., 2014 for birds, Chen
et al., 2017 for bryophytes, or Tomao et al., 2020 for fungi). Nevertheless,
the relativeweights of thedifferent structural elements are varying. Shrub
density was an important driver for seven out of 11 organism groups in-
vestigated. The density of shrubs in the stands increased the species rich-
ness of five organism groups. Besides, it also influenced the species
composition of some groups indicating that its various amount in the dif-
ferent stands may supports the between-stand diversity of communities.
Presumably, it affects organisms via the modification of a wide variety of
microclimate variables, such as mean and extremes of air temperature
and humidity, light, and wind speed, as was shown by Kovács et al.
(2017) based on the same dataset. Friedel et al. (2006), with the same
conclusions, also found the shrub layer as the main driver of epiphytic
species. Shrub density might affect the species composition of
terricolous saprotrophic macrofungi also via the increased and
more heterogeneous dead plant material accumulated under the
shrubs (Berg andMcClaugherty, 2014). For ground-floor bryophytes,
the connection with the shrub layer may also be indirect in the re-
gion, due to land-use historical reasons (see Appendix A). A dense
shrub layer typically occurs in open, pioneer pine forests that harbor
a richer ground-floor bryophyte community with a specific species
composition. A denser shrub layer may enhance the structural com-
plexity of the habitat for spiders (e.g., it helps to create webs; McNett
and Rypstra, 2000) and promotes a higher diversity of herbivorous
insects serving as prey for carabids (Jouveau et al., 2020), thus in-
creasing the species richness of these taxa.

Tree size (variables “mean diameter of the trees” or “density of large
trees”)was important driver not only forwood-inhabiting organisms (it
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influenced the species richness of epiphytic bryophytes and the compo-
sition of wood-inhabiting fungi), but it also influenced the species
composition of ground-floor bryophytes, ectomycorrhizal fungi, and
birds. Earlier studies showed that larger trees offer more time for colo-
nization and that there is a compositional shift during this process
(Fritz et al., 2008). Large trees provide also larger surface for coloniza-
tion (Madžule et al., 2012), and have more complex bark structure,
i.e., higher habitat diversity for epiphytes (Friedel et al., 2006). They
may influence the species composition of ground-floor bryophyte as-
semblages because on their above-ground roots and fallen branches
certain epiphytic species can reach a substantial share in the total
bryophyte cover. They can also affect ectomycorrhizal fungal species
composition by acting as hubs in common mycorrhizal networks
(Simard et al., 2012). For birds, larger trees provide nesting places, and
high amount and diversity of food (Bereczki et al., 2014). The upper
canopy layer of the studied stands was always mature (70–100 years
old); thus, low mean diameter values indicate a secondary canopy
layer. Stands with such heterogeneous tree size categories (i.e., with
lowmean diameter) hosted communitieswith different species compo-
sitions from stands with only one canopy layer (i.e. with higher mean
diameter). It implies that in order to increase overall diversity of numer-
ous organism groups, structural heterogeneity should be maintained
also between stands, and the presence of stands both with one or
more canopy layer are necessary at landscape level.

Among deadwood-related variables, the cover of lying deadwood
(that consisted mainly dead branches) increased the diversity of
wood-inhabiting fungi, as their main substrate, and of carabid beetles,
perhaps by increasing the diversity of their habitat. It had a marginally
significant importance for bird diversity, presumably because dead-
wood elements on the ground provide habitats and food for insects
serving as forage for birds. However, the amounts of snags and logs
did not influence any organism groups, which is contradictory to the
general findings of several other studies (Ohlson et al., 1997; Jokela
et al., 2018). In our study, it can be explained by the general low amount
of snags (9m3/ha) and logs (10m3/ha) in almost all sampled stands and
by the actually missing coarse units (thicker than 30 cm). However, the
amount of deadwood in our study is similar or even a bit higher than in
managed forests in other regions of Europe (Stockland et al., 2012;
Puletti et al., 2019). Presumably, the amounts of snags and logs would
be more important drivers if their broader gradient would be sampled,
i.e. if more natural forests with higher amounts of dead trees were in-
cluded in the sample (Paillet et al., 2010; Penone et al., 2019). Another
explanation for the low importance of snags and logs in our case
might be the lack of strictly deadwood-related taxa investigated. It is
also important to stress that additional deadwood characteristics
(e.g., diversity of deadwood types) can be also influential (Penone
et al., 2019). Jokela et al. (2018) found that deadwood is a relevant
driver even in managed forests with low amounts of deadwood.
However, in the studied region, due to the long history of forest man-
agement, a considerable amount of dead trees has been lacking for a
long time; thus, species with obligatory connections to deadwood may
have been diminished from the species pool.

Birds were also related to the understory vegetation cover, which
can offer habitat, as well as nesting and feeding places (Zellweger
et al., 2017). We did not find any effect of understory cover on inverte-
brates; however, some studies emphasized its role for these taxa
(Oxbrough and Ziesche, 2013; Pakeman and Stockan, 2014). In Italian
forests, Blasi et al. (2010) found that understory vegetation is an impor-
tant structural indicator for forest biodiversity. Nonetheless, our results
suggest that it cannot be considered as a general relationship.

4.2.2. Tree species diversity and composition
Variables related to the tree species diversity and composition of the

stands were drivers for nine organism groups out of the 11. Stands con-
taining more tree species sustained higher species richness of many
taxa. It indicates the importance of admixing species on within-stand
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diversity of forest-dwelling taxa, as was also shown by Vockenhuber
et al. (2011) for herbs, Ziesche and Roth (2008) for spiders, Ganault
et al. (2021) for the soil macrofauna, and Penone et al. (2019) for
multi-taxon biodiversity. Besides, stands with different proportions of
the main tree species (beech, oaks, and the coniferous Scots pine)
hosted various species compositions. It is in agreement with Penone
et al. (2019), who emphasizes that the demands of all specialist species
cannot be satisfied within one stand. Therefore, to increase landscape-
scale biodiversity, stands with various dominant tree species are
needed. The role of hornbeam and other admixing species was much
smaller: only hornbeam was included in the model of lichen composi-
tion due to its special, smooth bark texture that hosts peculiar and di-
verse lichen assemblages (Mezaka et al., 2012; Łubek et al., 2020). In
the case of the other taxa, admixing tree species (which occurred in rel-
atively low proportion) might determine only certain specialist species
but not the assemblages. The obtained weak effect of admixing species
on biodiversity can also be explained by their low variance, i.e. their
low proportion in the studied stands (Ampoorter et al., 2020), even if
they were relatively species-rich forests of Hungary.

The impact of tree species may also prevail via the functional differ-
ences among the species, as—due to their different architecture—they en-
sure various microhabitats, light, or chemical conditions (Ampoorter
et al., 2020). For the understory herbs andwoody regeneration, heteroge-
neous light, litter, soil, and microclimate conditions under the different
tree species can be determinant (Vockenhuber et al., 2011). Moreover,
woody seedlings are directly driven by the tree species since distance
from parent trees has a substantial effect on the regeneration (Ádám
et al., 2013; Tinya et al., 2020). For epiphytic bryophytes, lichens, and
wood-inhabiting fungi, different tree species offer various substrates,
with their distinct bark texture and chemical environment (Chen et al.,
2017; Jagodziński et al., 2018; Tomao et al., 2020). Ectomycorrhizal
fungi are related to certain tree taxa as to primary hosts that are essential
for their fruiting body formation (Kernaghan et al., 2003). Spiders and ca-
rabids can be affected by tree species through complex indirect ways
(e.g., via litter, microclimate, or through prey assemblages; Oxbrough
and Ziesche, 2013).

4.2.3. Microclimate
Eight organismgroupswere related tomicroclimate variables. These

variables influenced both the species richness and composition of these
organism groups, suggesting that heterogeneous microclimate condi-
tions should be maintained both within and between stands in order
to offer favorable conditions for a high number of species within a
stand, and for various communities in the different stands.

Photosynthetic organisms were strongly determined by light, de-
spite its narrow gradient in the studied stands (0–10%, Table 1).
Macek et al. (2019) found that above a canopy cover of 75% the canopy
openness (which is a widely-used proxy of light) did not have strong
effect on understory plant communities. However, numerous studies
confirmed our findings regarding light as a significant driver of vegeta-
tion, even in closed stands with narrow range of canopy openness/light
values (Janssen et al., 2018; Dormann et al., 2020). In the case of bryo-
phytes, light determined only the species composition of the ground-
dwelling communities. This was also shown by Tinya et al. (2009)
who focused on the effect of light on these assemblages. Epiphytic bryo-
phyte species (that can occur within the ground-dwelling assemblages
aswell, on roots, or on lying deadwood) are less related to the light con-
ditions than species living on soil or mineral soil, which can explain the
fact that the ground layer of shady stands keeps a similar number of
bryophytes species but with different compositions. Jagodziński et al.
(2018) also found that light was one of the most important predictors
for bryophyte guilds, except epiphytes.

Epiphytes and fungi were sensitive to humidity/temperature, as also
shown by Friedel et al. (2006) in the case of bryophytes and lichens. The
strong relation of lichens with light and temperature range shows their
connection to the more open stands. This is in line with Nordén et al.
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(2012) and Nascimbene et al. (2012) who stated that lichens need
opening patches in the closed stands. For terricolous saprotrophic
fungi, temperature can be crucial for the activity of cellulo- and
ligninolytic enzymes (Berg and McClaugherty, 2014).

Microclimate was not determinative for any animal groups.
Oxbrough and Ziesche (2013) also stated that stand structure and mi-
crohabitats are more important for spiders than microclimate, but
they also emphasize the role of light, temperature, and humidity for
this taxon. Microclimate is more important for the less mobile soil-
dwelling organisms, such as enchytraeid worms (Uhía and Briones,
2002), or for gastropods whose species composition is strongly depen-
dent from microclimate, even within the stand, towards the edges
(Kappes, 2013). For mobile organisms, local conditions may play a less
important role. Park et al. (2017) found that carabid communities are
sensitive to microclimate mainly at environmentally more unfavorable
sites. In our case, the relatively buffered microclimate of all sites did
not influence the carabid communities.

4.2.4. Litter and soil conditions
Variables related to litter and soil were less important for the studied

components of forest biodiversity than the above-mentioned variable-
groups. Five organism groups were driven by litter characteristics and
only two groups by soil variables.

For ground-dwelling bryophytes, the cover of broadleaved litter
limits the available substrate, thus, influencing the species richness
and composition of this assemblage. A similar result was obtained by
Dzwonko and Gawroński (2002) in a litter removal experiment.
Startsev et al. (2008) stated that litter influences the bryophytes via
shading and allelopathy. For terricolous saprotrophic fungi, litter is the
primary nutrient source and its amount and pH are crucial for survival
(Reverchon et al., 2010). Litter pH is also important for ectomycorrhizal
fungi, triggering or suppressing their digestive enzymes in the soil (Baar
and ter Braak, 1996; Talbot et al., 2013). Among the investigated animal
groups, only spidersweredrivenby litter pH,which is in linewith thefind-
ings of Oxbrough and Ziesche (2013). However, Oxbrough and Ziesche
(2013) emphasize the role of further litter variables (e.g., thickness, com-
position) that we could not support. Presumably involving additional
litter-dwelling taxa (e.g., gastropods, further beetle groups, or mites) to
the study would increase the obtained importance of litter variables
(Kappes, 2013; Urbanowski et al., 2018).

Soil nitrogen contentdecreased the species richness of ectomycorrhizal
fungi, which is in line with the findings of Cox et al. (2010). Nevertheless,
we did not detect any substantial effects of soil conditions on other taxa
that are presumably sensitive to soil heterogeneity on a coarser scale
than it was observable within this region.

4.2.5. Landscape and land-use history
Landscape and historical variables had minor prediction power for

any organism groups. We received only a few, weak, and hardly ex-
plainable relationships. Janssen et al. (2018) and Hofmeister et al.
(2019) stated that the landscape and land-use history effects depend
on the scale of the movement of a taxon and the scale of pattern of
the land-use mosaics. In our region, land-use is heterogeneous at a
very fine scale and there is a huge amount of—heterogeneous—forests
around all investigated stands. However, the temporal continuity of
the given stands is usually low because most of the forests were used
as arable fields in the past. The different land-use types varied at a fine
scale in the past as well. Thus, species sensitive to local continuity
might have diminished from the study area, while species with better
dispersal ability could move to the adjacent stands and survive as
forests were continuously present in the landscape. The temporal conti-
nuity of habitats at landscape-scale and the high current spatial connec-
tivity of forests may explain why dependence from the landscape and
historical characteristics was not detectable. In such cases, the features
of the current forest stand aremore important drivers of forest biodiver-
sity than historical variables (Janssen et al., 2018).
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4.3. Limitations of the study

It is hard to estimate the spatial representativeness of the relation-
ships found. Some of the interactions might have only regional rele-
vance. However, our most important results about the importance of
stand structure, tree species composition and diversity, and microcli-
mate variables are also supported by other multi-taxon studies from
different regions (Blasi et al., 2010; Janssen et al., 2018; Jokela et al.,
2018; Penone et al., 2019; Ampoorter et al., 2020); thus, we suppose
that our main findings could be useful for management implications.

Although 11 organism groups were investigated, only their species
richness and composition, which are two general measures of forest
biodiversity, were analyzed in this study. Lelli et al. (2019) stated that
the use of variousmetrics canmodulate the results and that a functional
approach is important. Such detailed single-taxon analyses, including
functional groups, have been published from the dataset of our study
in separate papers. The explanation of the RDA biplots also details the
different responses of functional groups within taxa (Appendix E). We
have found that, for all organism groups, the richness of forest specialist
species had the same drivers as general species richness, even for vascu-
lar plants. Vascular plant diversity often shows a positive response to
management intensity, because of the occurrence of non-forest,
disturbance-tolerant species (Paillet et al., 2010; de Groot et al., 2016).
However, in our case, forest specialist vascular plants had a similar
positive response to the main factor (light) as the general species rich-
ness, because the studied stands were relatively closed, and light was
the main limiting factor even for them (Tinya et al., 2009; Márialigeti
et al., 2016). For many organisms groups (such as epiphytic bryophytes
and lichens, and wood-inhabiting fungi), species richness is a good
proxy for conservation status of the community, because all of the re-
corded species were forest specialists.

Another limitation of our study is that some functional groups
(e.g., soil invertebrates and microbes, litter- or deadwood-inhabiting
decomposers, and herbivores), were excluded while photosynthetic
groups (understory herbs, woody regeneration, bryophytes, and li-
chens)were overrepresented. This could cause some biased importance
of different environmental factors onmulti-taxa diversity (Penone et al.,
2019), e.g., including saproxylic beetles could increase the importance
of deadwood (Stockland et al., 2012), while studying soil organism
groups would enhance the significance of soil conditions and microcli-
mate (Boros et al., 2019).

Moreover, within-stand relationships mean only one spatial scale.
Several environmental variables (such as soil conditions) show a natu-
ral spatial heterogeneity at coarser scale, and the applied management
system strongly influences the scale of the environmental heterogene-
ity, as well. The different taxa are sensitive to the environmental condi-
tions also at various scales, depending on numerous traits (such as
mobility, dispersal, or habitat specificity). Some of our result suggest
the importance of landscape-scale heterogeneity on biodiversity, that
is supported by other studies (Burrascano et al., 2018; Schall et al.,
2018), but to verify them landscape-scale analyses would be necessary.

The strength of the obtained connections can beweakened by the de-
layed response of organisms to the changing environment (Hofmeister
et al., 2019). In the studied area, forest stands are in intensive alteration
due to the cessation of traditional land-use forms. Thus, in some cases,
the current condition of the taxa may reflect certain circumstances of
the past.

4.4. Relationships between the investigated organism groups

Only a few and weak, but always positive correlations were found
between the different organism groups (both in the case of species rich-
ness and composition), which is in accordancewith our expectations. At
a fine (stand) scale, other studies had similar experiences (Sabatini
et al., 2016; Burrascano et al., 2018; Jokela et al., 2018). Zellweger
et al. (2016) stated that the relationships between animal and plant
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groups were weak even at the landscape scale. In some studies, under-
story plants or their subgroup proved to be good indicators for other
components of forest biodiversity (Blasi et al., 2010; Hofmeister et al.,
2019). However, our results affirm that diversity of forest taxa is more
related to structural variables than to the diversity of other organism
groups (Blasi et al., 2010; Sabatini et al., 2016), thus studying numerous
taxa at the same time is necessary in order to evaluate overall forest bio-
diversity (de Groot et al., 2016; Jokela et al., 2018).

There is no consensus in the literature whether the similar diversity
pattern of two ormore taxa is a consequence of their similar response to
certain environmental variables or is caused by cross-taxon functional
interactions (Toranza and Arim, 2010; Gioria et al., 2011; Ampoorter
et al., 2020). Our results support the first hypothesis. The correlations
between the ground-floor plant groups (herbs, woody regeneration,
and bryophytes) and lichens can be explained by their common de-
mand for light and mixed tree species composition. The correlation
among the different fungal groups may be the result of their similar en-
vironmental requirements and dependence on certain tree species.
Only few taxonomically independent groups were correlating, but in
these cases, there was a common driver in the background as well.
Such joint driver can be the proportion of oaks for lichens and spiders,
or the cover of deadwood for wood-inhabiting fungi and birds. The
lack of negative correlations between organism groups also support
the larger importance of common environmental demands against the
relevancy of interactions such as competition. The obtained correlations
were usually detectable in both the species richness and composition.

4.5. Conclusions – implications for management

For the conservation of a selected organism group or target species,
specific conservation strategies are necessary that primarily focus on
the limiting factor of the given taxon. However, if close-to-nature for-
estry would like to harmonize timber production with themaintenance
of forest biodiversity in general, the exploration of drivers connected to
many organism groups might be more useful. According to our results,
forest biodiversity is driven by environmental variables that are under
the direct control of the actual silvicultural management. Thus, forest
management has an important responsibility and, at the same time, a
huge opportunity to preserve (or even improve) the biodiversity of
forests. None of the environmental variables had both positive and neg-
ative effect on the different organism groups, and there were no signif-
icant negative correlations between taxa. It means that management
actions that enhance an important element of the stand can support
multiple organism groups without trade-offs (Ampoorter et al., 2020).
Complex stand structure (e.g., the presence of the shrub layer and
lying deadwood) is an exceedingly important driver of multi-taxon
biodiversity within the stands, while stands with different structures
ensure heterogeneous habitats for various communities. The other
outstanding factor is the heterogeneous tree species composition.
Overstory tree species diversity itself increases the species richness of
some organism groups within the stand, but a more pronounced effect
is that stands with different dominant tree species host different com-
positions of numerous organism groups, and, thus, contribute to the
preservation of diverse elements of biodiversity at landscape level
(Penone et al., 2019). As shown above, both various stand structure and
tree species composition promote several organism groups in different
ways, such as through the heterogeneous light and other microclimate
conditions and accessible microhabitats. Thus, maintaining the structural
and compositional heterogeneity is a robust tool to conserve multi-taxon
biodiversity, even if in the practice, we cannot consider all individual rela-
tionships. Besides, it has positive effects also on the stability of the stands
(Jactel et al., 2005) as well as on their resistance to the effects of climate
change and herbivore gradations (Bereczki et al., 2014, Brang et al., 2014).

Continuous cover forestry ensures the occurrence of the above-
mentioned important structural elements within the stands by its nature,
and also compositional heterogeneity can be easily achieved during the
11
fine-scaled interventions of this forestry system (Pommerening and
Murphy, 2004). The required structural and compositional diversity can
be created directly as well, within the framework of conservation-
orientedmanagement (Bauhus et al., 2009). However, most of the neces-
sary structural elements and the mixed composition can be retained or
established even during rotation forestry: the prolonged regeneration pe-
riod, retention of trees or tree groups after final cutting, or the use of an
irregular shelterwood forestry system can help to achieve these goals
(Raymond et al., 2009; Lindenmayer et al., 2012; Schall et al., 2020).
Moreover, shrubs can be saved even during a conventional shelterwood
forestry system, if they are not removed during the thinnings. In some
patches, or on edges or side slopes admixing shrub species canbe retained
even during the regeneration period.

At the same time, to preserve biodiversity and to maintain ecosys-
tem processes is necessary not only within stands but also at landscape
level (van der Plas et al., 2016; Kuuluvainen et al., 2021). Not all require-
ments of the different components of the forest biota can be ensured
within one stand type (Penone et al., 2019, Ampoorter et al., 2020).
According to our result, stands with different proportions of the main
tree species and with different structure can harbor diverse species as-
semblages. Therefore, maintaining heterogeneous stand structure and
tree species composition at landscape level, and using various conserva-
tion aims and management strategies in the different forest stands
could increase the complementarity of stands within the landscape
and enhance the biodiversity of forests (Sitzia et al., 2017; Schall et al.,
2020; Tomao et al., 2020; Kuuluvainen et al., 2021).

Supplementary data to this article can be found online at https://doi.
org/10.1016/j.scitotenv.2021.148720.

CRediT authorship contribution statement

Flóra Tinya: Conceptualization, Methodology, Formal analysis,
Investigation, Writing – original draft, Writing – review & editing,
Visualization. Bence Kovács: Methodology, Formal analysis, Writing –
original draft, Writing – review & editing, Visualization. András Bidló:
Methodology, Investigation. Bálint Dima: Methodology, Investigation.
Ildikó Király: Methodology, Formal analysis, Investigation. Gergely
Kutszegi: Methodology, Formal analysis, Investigation, Writing –
review & editing. Ferenc Lakatos: Methodology, Investigation. Zsuzsa
Mag: Methodology, Formal analysis, Investigation. Sára Márialigeti:
Methodology, Formal analysis, Investigation. Juri Nascimbene:
Methodology, Formal analysis, Investigation. Ferenc Samu:Methodology,
Formal analysis, Investigation. Irén Siller: Methodology, Investigation.
Győző Szél: Methodology, Investigation. Péter Ódor: Conceptualization,
Methodology, Formal analysis, Investigation, Resources, Data curation,
Writing – original draft, Writing – review & editing, Supervision, Project
administration, Funding acquisition.

Declaration of competing interest

The authors declare that they have no known competing financial
interests or personal relationships that could have appeared to influ-
ence the work reported in this paper.

Acknowledgements

We thank D. Andrési, I. Botos, L. Bodonczi, F. Bortignon, M. Dalle
Vedove, P. Juhász, G. Lengyel, I. Mazál, Zs. Merényi, Á. Molnár, B.
Németh, P. Szűcs, K. Takács, G. Turcsányi, and T. Varga for their help in
the field and laboratory work. During the creation of taxa illustration,
copyright rules were observed (see Appendix E for details).

Funding

This work was supported by the Hungarian Science Foundation
(OTKA 79158), the National Research, Development and Innovation

https://doi.org/10.1016/j.scitotenv.2021.148720
https://doi.org/10.1016/j.scitotenv.2021.148720


F. Tinya, B. Kovács, A. Bidló et al. Science of the Total Environment 795 (2021) 148720
Fund of Hungary (PD 123811, PD134302, and K128441), the Hungarian
Academy of Sciences (MTA KEP Ecology for Society Project), and the
Őrség National Park Directorate.

References

Ádám, R., Ódor, P., Bölöni, J., 2013. The effects of stand characteristics on the understory
vegetation in Quercus petraea and Q. cerris dominated forests. Commun. Ecol. 14,
101–109. https://doi.org/10.1556/ComEc.14.2013.1.11.

Ampoorter, E., Barbaro, L., Jactel, H., Baeten, L., Boberg, J., Carnol, M., Castagneyrol, B.,
Charbonnier, Y., Dawud, S.M., Deconchat, M., De Smedt, P., De Wandeler, H., Guyot,
V., Hattenschwiler, S., Joly, F.X., Koricheva, J., Milligan, H., Muys, B., Nguyen, D.,
Ratcliffe, S., Raulund-Rasmussen, K., Scherer-Lorenzen, M., van der Plas, F., Van
Keer, J., Verheyen, K., Vesterdal, L., Allan, E., 2020. Tree diversity is key for promoting
the diversity and abundance of forest-associated taxa in Europe. Oikos 129, 133–146.
https://doi.org/10.1111/oik.06290.

Andrési, D., Bali, L., Tuba, K., Szinetár, Cs, 2018. Comparative study of ground beetle and
ground-dwelling spider assemblages of artificial gap openings. Commun. Ecol. 19,
133–140. https://doi.org/10.1556/168.2018.19.2.5.

Baar, J., ter Braak, C.J.F., 1996. Ectomycorrhizal sporocarp occurrence as affected bymanip-
ulation of litter and humus layers in scots pine stands of different age. Appl. Soil Ecol.
4, 61–73. https://doi.org/10.1016/0929-1393(96)00097-2.

Barbaro, L., Pontcharraud, L., Vetillard, F., Guyon, D., Jactel, H., 2005. Comparative re-
sponses of bird, carabid, and spider assemblages to stand and landscape diversity in
maritime pine plantation forests. Ecoscience 12, 110–121. https://doi.org/10.2980/
i1195-6860-12-1-110.1.

Barbier, S., Gosselin, F., Balandier, P., 2008. Influence of tree species on understory vegeta-
tion diversity and mechanisms involved – a critical review for temperate and boreal
forests. For. Ecol. Manag. 254, 1–15. https://doi.org/10.1016/j.foreco.2007.09.038.

Bauhus, J., Puettmann, K., Messier, C., 2009. Silviculture for old-growth attributes. For.
Ecol. Manag. 258, 525–537. https://doi.org/10.1016/j.foreco.2009.01.053.

Bereczki, K., Ódor, P., Csóka, Gy, Mag, Zs., Báldi, A., 2014. Effects of forest heterogeneity on
the efficiency of caterpillar control service provided by birds in temperate oak forests.
For. Ecol. Manag. 327, 96–105. https://doi.org/10.1016/j.foreco.2014.05.001.

Berg, B., McClaugherty, C., 2014. Plant Litter: Decomposition, Humus Formation, Carbon
Sequestration. Springer Verlag, Berlin.

Blasi, C., Marchetti, M., Chiavetta, U., Aleffi, M., Audisio, P., Azzella, M.M., Brunialti, G.,
Capotorti, G., Del Vico, E., Lattanzi, E., Persiani, A.M., Ravera, S., Tilia, A., Burrascano,
S., 2010. Multi-taxon and forest structure sampling for identification of indicators
and monitoring of old-growth forest. Plant Biosyst. 144, 160–170. https://doi.org/
10.1080/11263500903560538.

Blondeel, H., Perring, M.P., Berges, L., Brunet, J., Decocq, G., Depauw, L., Diekmann, M.,
Landuyt, D., Liira, J., Maes, S.L., Vanhellemont, M., Wulf, M., Verheyen, K., 2019.
Context-dependency of agricultural legacies in temperate forest soils. Ecosystems
22, 781–795. https://doi.org/10.1007/s10021-018-0302-9.

Borcard, D., Gillet, F., Legendre, P., 2011. Numerical Ecology with R. Springer, New York
https://doi.org/10.1007/978-1-4419-7976-6.

Boros, G., Kovács, B., Ódor, P., 2019. Green tree retention enhances negative short-term ef-
fects of clear-cutting on enchytraeid assemblages in a temperate forest. Appl. Soil
Ecol. 136, 106–115. https://doi.org/10.1016/j.apsoil.2018.12.018.

Bouget, C., Lassauce, A., Jonsell, M., 2012. Effects of fuelwood harvesting on biodiversity a
review focused on the situation in Europe. Can. J. For. Res. 42, 1421–1432. https://doi.
org/10.1139/X2012-078.

ter Braak, C.J.F., Šmilauer, P., 2002. Canoco reference manual and CanoDraw for windows
user’s guide: software for canonical community ordination (version4.5).Microcomputer
Power, Ithaca, New York.

Brang, P., Spathelf, P., Larsen, J.B., Bauhus, J., Boncina, A., Chauvin, C., Drossler, L., Garcia-
Guemes, C., Heiri, C., Kerr, G., Lexer, M.J., Mason, B., Mohren, F., Muhlethaler, U.,
Nocentini, S., Svoboda, M., 2014. Suitability of close-to-nature silviculture for
adapting temperate European forests to climate change. Forestry 87, 492–503.
https://doi.org/10.1093/forestry/cpu018.

Burrascano, S., de Andrade, R.B., Paillet, Y., Ódor, P., Antonini, G., Bouget, C., Campagnaro,
T., Gosselin, F., Janssen, P., Persiani, A.M., Nascimbene, J., Sabatini, F.M., Sitzia, T., Blasi,
C., 2018. Congruence across taxa and spatial scales: are we asking toomuch of species
data? Glob. Ecol. Biogeogr. 27, 980–990. https://doi.org/10.1111/geb.12766.

Bütler, R., Lachat, T., Larrieu, L., Paillet, Y., 2013. Habitat trees: key elements for forest bio-
diversity. In: Kraus, D., Krumm, F. (Eds.), Integrative Approaches as an Opportunity
for the Conservation of Forest Biodiversity. European Forest Institute, Freiburg,
pp. 84–91.

Chamagne, J., Paine, C.E.T., Schoolmaster, D.R., Stejskal, R., Volarik, D., Sebesta, J., Trnka, F.,
Koutecky, T., Svarc, P., Svatek, M., Hector, A., Matula, R., 2016. Do the rich get richer?
Varying effects of tree species identity and diversity on the richness of understory
taxa. Ecology 97, 2364–2373. https://doi.org/10.1002/ecy.1479.

Chen, Y., Niu, S., Li, P.K., Jia, H.R., Wang, H.L., Ye, Y.Z., Yuan, Z.L., 2017. Stand structure and
substrate diversity as two major drivers for bryophyte distribution in a temperate
montane ecosystem. Front. Plant Sci. 8, 874. https://doi.org/10.3389/Fpls.2017.00874.

Cox, F., Barsoum, N., Lilleskov, E.A., Bidartondo, M.I., 2010. Nitrogen availability is a pri-
mary determinant of conifer mycorrhizas across complex environmental gradients.
Ecol. Lett. 13, 1103–1113. https://doi.org/10.1111/j.1461-0248.2010.01494.x.

Dormann, C.F., Bagnara, M., Boch, S., Hinderling, J., Janeiro-Otero, A., Schafer, D., Schall, P.,
Hartig, F., 2020. Plant species richness increases with light availability, but not vari-
ability, in temperate forests understorey. BMC Ecol. 20, 43. https://doi.org/10.1186/
S12898-020-00311-9.

Dövényi, Z., 2010. Magyarország kistájainak katasztere [Cadastre of Hungarian Regions].
MTA Geographical Institute, Budapest.
12
Dzwonko, Z., Gawroński, S., 2002. Effect of litter removal on species richness and acidifi-
cation of a mixed oak-pine woodland. Biol. Conserv. 106, 389–398. https://doi.org/
10.1016/S0006-3207(01)00266-X.

EEA, 2007. European forest types. Categories and types for sustainable forest manage-
ment reporting and policy. Technical Report No 9/2006. European Environmental
Agency, Copenhagen.

EEA, 2016. European forest ecosystems. State and Trends. EEA Report. European
Environmental Agency, Luxemburg.

Elek, Z., Kovács, B., Aszalós, R., Boros, G., Samu, F., Tinya, F., Ódor, P., 2018. Taxon-specific
responses to different forestry treatments in a temperate forest. Sci. Rep. 8, 16990.
https://doi.org/10.1038/S41598-018-35159-Z.

FAO, UNEP, 2020. The state of the world’s forests 2020. Forests, Biodiversity and People.
Rome https://doi.org/10.4060/ca8642en.

Faraway, J.J., 2005. Linear Models with R. Chapmann and Hall, London.
Ferris, R., Peace, A.J., Newton, A.C., 2000. Macrofungal communities of lowland scots pine

(Pinus sylvestris L.) and Norway spruce (Picea abies (L.) Karsten.) plantations in
England: relationships with site factors and stand structure. For. Ecol. Manag. 131,
255–267. https://doi.org/10.1016/S0378-1127(99)00218-2.

Friedel, A., von Oheimb, G., Dengler, J., Härdtle, W., 2006. Species diversity and species
composition of epiphytic bryophytes and lichens – a comparison of managed and un-
managed beech forests in NE Germany. Feddes Repertorium 117, 172–185. https://
doi.org/10.1002/fedr.200511084.

Fritz, O., Gustafsson, L., Larsson, K., 2008. Does forest continuity matter in conservation? A
study of epiphytic lichens and bryophytes in beech forests of southern Sweden. Biol.
Conserv. 141, 655–668. https://doi.org/10.1016/j.biocon.2007.12.006.

Ganault, P., Nahmani, J., Hattenschwiler, S., Gillespie, L.M., David, J.F., Henneron, L., Iorio,
E., Mazzia, C., Muys, B., Pasquet, A., Prada-Salcedo, L.D., Wambsganss, J., Decaëns, T.,
2021. Relative importance of tree species richness, tree functional type, and microen-
vironment for soil macrofauna communities in European forests. Oecologia 196,
455–468. https://doi.org/10.1007/s00442-021-04931-w.

Gioria, M., Bacaro, G., Feehan, J., 2011. Evaluating and interpreting cross-taxon congru-
ence: potential pitfalls and solutions. Acta Oecol. Int. J. Ecol. 37, 187–194. https://
doi.org/10.1016/j.actao.2011.02.001.

Gossner, M.M., Schall, P., Ammer, C., Ammer, U., Engel, K., Schubert, H., Simon, U.,
Utschick, H., Weisser,W.W., 2014. Forest management intensity measures as alterna-
tive to stand properties for quantifying effects on biodiversity. Ecosphere 5, 113.
https://doi.org/10.1890/ES14-00177.1.

Gregory, R.D., Gibbons, D.W., Donald, P.F., 2004. Bird census and survey techniques. In:
Sutherland, W.J., Newton, I., Green, R.E. (Eds.), Bird Ecology and Conservation – A
Handbook of Techniques. Oxford University Press, Oxford, pp. 17–56.

de Groot, M., Eler, K., Flajsman, K., Grebenc, T., Marinsek, A., Kutnar, L., 2016. Differential
short-term response of functional groups to a change in forestmanagement in a temper-
ate forest. For. Ecol. Manag. 376, 256–264. https://doi.org/10.1016/j.foreco.2016.06.025.

Hagemeier, E.J.M., Blair, M.J., 1997. The EBCC Atlas of European Breeding Birds: Their
Distribution and Abundance. T. & A.D. Poyser, London.

Hermy, M., Verheyen, K., 2007. Legacies of the past in the present-day forest biodiversity:
a review of past land-use effects on forest plant species composition and diversity.
Ecol. Res. 22, 361–371. https://doi.org/10.1007/s11284-007-0354-3.

Hilmers, T., Friess, N., Bässler, C., Heurich, M., Brandl, R., Pretzsch, H., Seidl, R., Müller, J.,
2018. Biodiversity along temperate forest succession. J. Appl. Ecol. 55, 2756–2766.
https://doi.org/10.1111/1365-2664.13238.

Hodgetts, N.G., Soderstrom, L., Blockeel, T.L., Caspari, S., Ignatov, M.S., Konstantinova, N.A.,
Lockhart, N., Papp, B., Schrock, C., Sim-Sim, M., Bell, D., Bell, N.E., Blom, H.H.,
Bruggeman-Nannenga, M.A., Brugues, M., Enroth, J., Flatberg, K.I., Garilleti, R.,
Hedenas, L., Holyoak, D.T., Hugonnot, V., Kariyawasam, I., Kockinger, H., Kucera, J.,
Lara, F., Porley, R.D., 2020. An annotated checklist of bryophytes of Europe,Macaronesia
and Cyprus. J. Bryol. 42, 1–116. https://doi.org/10.1080/03736687.2019.1694329.

Hofmeister, J., Hošek, J., Brabec, M., Dvořák, D., Beran, M., Deckerová, H., Burel, J., Kříž, M.,
Borovička, J., Bĕt’ák, J., Vašutová, M., Malíček, J., Palice, Z., Syrovátková, L., Steinová, J.,
Černajová, I., Holá, E., Novozámská, E., Čížek, L., Iarema, V., Baltaziuk, K., Svoboda, T.,
2015. Value of old forest attributes related to cryptogam species richness in temper-
ate forests: a quantitative assessment. Ecol. Indic. 57, 497–504. https://doi.org/
10.1016/j.ecolind.2015.05.015.

Hofmeister, J., Hošek, J., Brabec, M., Hermy, M., Dvořák, D., Fellner, R., Malíček, J., Palice, Z.,
Tenčík, A., Holá, E., Novozámská, E., Kuras, T., Trnka, F., Zedek, M., Kašák, J., Gabriš, R.,
Sedláček, O., Tajovský, K., Kadlec, T., 2019. Shared affinity of various forest-dwelling
taxa point to the continuity of temperate forests. Ecol. Indic. 101, 904–912. https://
doi.org/10.1016/j.ecolind.2019.01.018.

Horák, J., 2011. Response of saproxylic beetles to tree species composition in a secondary
urban forest area. Urban For. Urban Green. 10, 213–222. https://doi.org/10.1016/j.
ufug.2011.04.002.

IPBES, 2018. The IPBES regional assessment report on biodiversity and ecosystem services
for Europe and Central Asia. In: Rounsevell, M., Fischer, M., Rando, A. Torre-Marin,
Mader, A. (Eds.), Secretariat of the Intergovernmental Science-Policy Platform on
Biodiversity and Ecosystem Services, Bonn.

Jactel, H., Brockerhoff, E.G., Duelli, P., 2005. A test of the biodiversity-stability theory:
Meta-analysis of tree species diversity effects in insect pest infestations, and re-
examination of responsible factors. In: Scherer-Lorenzen, M., Körner, C., Schulze, E.-
D. (Eds.), Forest Diversity and Function: Temperate and Boreal Systems. Springer,
Berlin, pp. 235–261.

Jagodziński, A.M., Wierzcholska, S., Dyderski, M.K., Horodecki, P., Rusińska, A., Gdula, A.K.,
Kasprowicz, M., 2018. Tree species effects on bryophyte guilds on a reclaimed post-
mining site. Ecol. Eng. 110, 117–127. https://doi.org/10.1016/j.ecoleng.2017.10.015.

Janssen, P., Fuhr, M., Bouget, C., 2018. Small variations in climate and soil conditions may
have greater influence on multitaxon species occurrences than past and present

https://doi.org/10.1556/ComEc.14.2013.1.11
https://doi.org/10.1111/oik.06290
https://doi.org/10.1556/168.2018.19.2.5
https://doi.org/10.1016/0929-1393(96)00097-2
https://doi.org/10.2980/i1195-6860-12-1-110.1
https://doi.org/10.2980/i1195-6860-12-1-110.1
https://doi.org/10.1016/j.foreco.2007.09.038
https://doi.org/10.1016/j.foreco.2009.01.053
https://doi.org/10.1016/j.foreco.2014.05.001
http://refhub.elsevier.com/S0048-9697(21)03792-X/rf0045
http://refhub.elsevier.com/S0048-9697(21)03792-X/rf0045
https://doi.org/10.1080/11263500903560538
https://doi.org/10.1080/11263500903560538
https://doi.org/10.1007/s10021-018-0302-9
https://doi.org/10.1007/978-1-4419-7976-6
https://doi.org/10.1016/j.apsoil.2018.12.018
https://doi.org/10.1139/X2012-078
https://doi.org/10.1139/X2012-078
http://refhub.elsevier.com/S0048-9697(21)03792-X/rf0075
http://refhub.elsevier.com/S0048-9697(21)03792-X/rf0075
http://refhub.elsevier.com/S0048-9697(21)03792-X/rf0075
https://doi.org/10.1093/forestry/cpu018
https://doi.org/10.1111/geb.12766
http://refhub.elsevier.com/S0048-9697(21)03792-X/rf0090
http://refhub.elsevier.com/S0048-9697(21)03792-X/rf0090
http://refhub.elsevier.com/S0048-9697(21)03792-X/rf0090
http://refhub.elsevier.com/S0048-9697(21)03792-X/rf0090
https://doi.org/10.1002/ecy.1479
https://doi.org/10.3389/Fpls.2017.00874
https://doi.org/10.1111/j.1461-0248.2010.01494.x
https://doi.org/10.1186/S12898-020-00311-9
https://doi.org/10.1186/S12898-020-00311-9
http://refhub.elsevier.com/S0048-9697(21)03792-X/rf0115
http://refhub.elsevier.com/S0048-9697(21)03792-X/rf0115
https://doi.org/10.1016/S0006-3207(01)00266-X
https://doi.org/10.1016/S0006-3207(01)00266-X
http://refhub.elsevier.com/S0048-9697(21)03792-X/rf0125
http://refhub.elsevier.com/S0048-9697(21)03792-X/rf0125
http://refhub.elsevier.com/S0048-9697(21)03792-X/rf0125
https://doi.org/10.1038/S41598-018-35159-Z
https://doi.org/10.4060/ca8642en
http://refhub.elsevier.com/S0048-9697(21)03792-X/rf0140
https://doi.org/10.1016/S0378-1127(99)00218-2
https://doi.org/10.1002/fedr.200511084
https://doi.org/10.1002/fedr.200511084
https://doi.org/10.1016/j.biocon.2007.12.006
https://doi.org/10.1007/s00442-021-04931-w
https://doi.org/10.1016/j.actao.2011.02.001
https://doi.org/10.1016/j.actao.2011.02.001
https://doi.org/10.1890/ES14-00177.1
http://refhub.elsevier.com/S0048-9697(21)03792-X/rf0175
http://refhub.elsevier.com/S0048-9697(21)03792-X/rf0175
http://refhub.elsevier.com/S0048-9697(21)03792-X/rf0175
https://doi.org/10.1016/j.foreco.2016.06.025
https://doi.org/10.1007/s11284-007-0354-3
https://doi.org/10.1111/1365-2664.13238
https://doi.org/10.1080/03736687.2019.1694329
https://doi.org/10.1016/j.ecolind.2015.05.015
https://doi.org/10.1016/j.ecolind.2015.05.015
https://doi.org/10.1016/j.ecolind.2019.01.018
https://doi.org/10.1016/j.ecolind.2019.01.018
https://doi.org/10.1016/j.ufug.2011.04.002
https://doi.org/10.1016/j.ufug.2011.04.002
http://refhub.elsevier.com/S0048-9697(21)03792-X/rf0215
http://refhub.elsevier.com/S0048-9697(21)03792-X/rf0215
http://refhub.elsevier.com/S0048-9697(21)03792-X/rf0215
http://refhub.elsevier.com/S0048-9697(21)03792-X/rf0215
http://refhub.elsevier.com/S0048-9697(21)03792-X/rf0220
http://refhub.elsevier.com/S0048-9697(21)03792-X/rf0220
http://refhub.elsevier.com/S0048-9697(21)03792-X/rf0220
http://refhub.elsevier.com/S0048-9697(21)03792-X/rf0220
http://refhub.elsevier.com/S0048-9697(21)03792-X/rf0220
https://doi.org/10.1016/j.ecoleng.2017.10.015


F. Tinya, B. Kovács, A. Bidló et al. Science of the Total Environment 795 (2021) 148720
human activities in temperate mountain forests. Divers. Distrib. 24, 579–592. https://
doi.org/10.1111/ddi.12705.

Jokela, J., Juutilainen, K., Korpela, L., Kouki, J., Kuntsi, S., Koivula, M., Siitonen, J., 2018.
Cross-taxon congruence and relationships to stand characteristics of vascular plants,
bryophytes, polyporous fungi and beetles in mature managed boreal forests. Ecol.
Indic. 85, 137–145. https://doi.org/10.1016/j.ecolind.2017.10.036.

Jouveau, S., Toigo, M., Giffard, B., Castagneyrol, B., van Halder, I., Vetillard, F., Jactel, H.,
2020. Carabid activity-density increases with forest vegetation diversity at different
spatial scales. Insect Conservation and Diversity. 13, pp. 36–46. https://doi.org/
10.1111/icad.12372.

Kappes, H., 2013. Snails and slugs as indicators of sustainable forestmanagement. In: Kraus,
D., Krumm, F. (Eds.), Integrative Approaches as an Opportunity for the Conservation of
Forest Biodiversity. European Forest Institute, Freiburg, pp. 194–202.

Kernaghan, G., Widden, P., Bergeron, Y., Legare, S., Pare, D., 2003. Biotic and abiotic factors
affecting ectomycorrhizal diversity in boreal mixed-woods. Oikos 102, 497–504.
https://doi.org/10.1034/j.1600-0706.2003.12415.x.

Király, I., Nascimbene, J., Tinya, F., Ódor, P., 2013. Factors influencing epiphytic bryophyte
and lichen species richness at different spatial scales in managed temperate forests.
Biodivers. Conserv. 22, 209–223. https://doi.org/10.1007/s10531-012-0415-y.

Knudsen, H., Vesterholt, J., 2012. Funga Nordica: Agaricoid, Boletoid, Clavarioid,
Cyphelloid and Gastroid Genera I–II. Second edition. Nordsvamp, Copenhagen.

Kovács, B., Tinya, F., Ódor, P., 2017. Stand structural drivers of microclimate in mature
temperate mixed forests. Agric. For. Meteorol. 234, 11–21. https://doi.org/10.1016/j.
agrformet.2016.11.268.

Krasilnikov, P., Marti, J.-J.I., Arnold, R., Shoba, S., 2009. A Handbook of Soil Terminology,
Correlation and Classification. Earthscan, London.

Kutszegi, G., Siller, I., Dima, B., Takács, K., Merényi, Zs., Varga, T., Turcsányi, G., Bidló, A.,
Ódor, P., 2015. Drivers of macrofungal species composition in temperate forests,
West Hungary: functional groups compared. Fungal Ecol. 17, 69–83. https://doi.org/
10.1016/j.funeco.2015.05.009.

Kutszegi, G., Siller, I., Dima, B., Merényi, Zs., Varga, T., Takács, K., Turcsányi, G., Bidló, A.,
Ódor, P., 2021. Revealing hidden drivers of macrofungal species richness by analyzing
fungal guilds in temperate forests, West Hungary. Commun. Ecol. 22, 13–28. https://
doi.org/10.1007/s42974-020-00031-6.

Kuuluvainen, T., Angelstam, P., Frelich, L., Jogiste, K., Koivula, M., Kubota, Y., Lafleur, B.,
Macdonald, E., 2021. Natural disturbance-based forest management: moving beyond
retention and continuous-cover forestry. Front. For. Glob. Chang. 4, 629020. https://
doi.org/10.3389/Ffgc.2021.629020.

Legendre, P., Legendre, L., 2012. Numerical Ecology. Third English edition. Elsevier,
Amsterdam.

Lelli, C., Bruun, H.H., Chiarucci, A., Donati, D., Frascaroli, F., Fritz, O., Goldberg, I.,
Nascimbene, J., Tottrup, A.P., Rahbek, C., Heilmann-Clausen, J., 2019. Biodiversity re-
sponse to forest structure and management: comparing species richness, conserva-
tion relevant species and functional diversity as metrics in forest conservation. For.
Ecol. Manag. 432, 707–717. https://doi.org/10.1016/j.foreco.2018.09.057.

Lewandowski, A.S., Noss, R.F., Parsons, D.R., 2010. The effectiveness of surrogate taxa for
the representation of biodiversity. Conserv. Biol. 24, 1367–1377. https://doi.org/
10.1111/j.1523-1739.2010.01513.x.

Lindenmayer, D.B., Franklin, J.F., Lõhmus, A., Baker, S.C., Bauhus, J., Beese, W., Brodie, A.,
Kiehl, B., Kouki, J., Pastur, G.M., Messier, C., Neyland, M., Palik, B., Sverdrup-
Thygeson, A., Volney, J., Wayne, A., Gustafsson, L., 2012. A major shift to the retention
approach for forestry can help resolve some global forest sustainability issues.
Conserv. Lett. 5, 421–431. https://doi.org/10.1111/j.1755-263X.2012.00257.x.

Löbl, I., Löbl, D. (Eds.), 2017. Catalogue of Palaearctic Coleoptera, Volume 1: Archostemata
– Myxophaga – Adephaga. Revised and, Updated edition Brill Academic Publishers,
Leiden.

Łubek, A., Kukwa, M., Jaroszewicz, B., Czortek, P., 2020. Identifying mechanisms shaping
lichen functional diversity in a primeval forest. For. Ecol. Manag. 475, 118434.
https://doi.org/10.1016/J.Foreco.2020.118434.

Macek, M., Kopecký, M.,Wild, J., 2019. Maximum air temperature controlled by landscape
topography affects plant species composition in temperate forests. Landsc. Ecol. 34,
2541–2556. https://doi.org/10.1007/s10980-019-00903-x.

Madžule, L., Brūmelis, G., Tjarve, D., 2012. Structures determining bryophyte species rich-
ness in a managed forest landscape in boreo-nemoral Europe. Biodivers. Conserv. 21,
437–450. https://doi.org/10.1007/s10531-011-0192-z.

Mag, Zs., 2019. Az élőhely minőségének hatása az erdei madárközösségek gazdagságára
Magyarországon: Három eltérő felbontású vizsgálat eredményeinek összehasonlító
elemzése [The effects of habitat quality on the richness of bird communities in
Hungary: Comparative analysis on the results of three studies with different spatial
resolutions]. PhD Thesis. Eötvös Loránd University, Faculty of Sciences, Budapest.

Mag., Zs., Ódor, P., 2015. The effect of stand-level habitat characteristics on breeding bird
assemblages in Hungarian temperate mixed forests. Commun. Ecol. 16, 156–166.
https://doi.org/10.1556/168.2015.16.2.3.

Márialigeti, S., Németh, B., Tinya, F., Ódor, P., 2009. The effects of stand structure on
ground-floor bryophyte assemblages in temperate mixed forests. Biodivers. Conserv.
18, 2223–2241. https://doi.org/10.1007/s10531-009-9586-6.

Márialigeti, S., Tinya, F., Bidló, A., Ódor, P., 2016. Environmental drivers of the composition
and diversity of the herb layer inmixed temperate forests in Hungary. Plant Ecol. 217,
549–563. https://doi.org/10.1007/s11258-016-0599-4.

McNett, B.J., Rypstra, A.L., 2000. Habitat selection in a large orb-weaving spider: vegeta-
tional complexity determines site selection and distribution. Ecol. Entomol. 25,
423–432. https://doi.org/10.1046/j.1365-2311.2000.00279.x.

Mezaka, A., Brūmelis, G., Piterans, A., 2012. Tree and stand-scale factors affecting richness
and composition of epiphytic bryophytes and lichens in deciduous woodland key
habitats. Biodivers. Conserv. 21, 3221–3241. https://doi.org/10.1007/s10531-012-
0361-8.
13
Mitchell, M.S., Rutzmoser, S.H., Wigley, T.B., Loehle, C., Gerwin, J.A., Keyser, P.D., Lancia,
R.A., Perry, R.W., Reynolds, C.J., Thill, R.E., Weih, R., White, D., Wood, P.B., 2006.
Relationships between avian richness and landscape structure at multiple scales
using multiple landscapes. For. Ecol. Manag. 221, 155–169. https://doi.org/10.1016/
j.foreco.2005.09.023.

Mollet, P., Birrer, S., Pasinelli, G., 2013. Forest birds and their habitat requirements. In:
Kraus, D., Krumm, F. (Eds.), Integrative Approaches as an Opportunity for the
Conservation of Forest Biodiversity. European Forest Institute, Freiburg, pp. 146–151.

Moora, M., Daniell, T., Kalle, H., Liira, J., Pussa, K., Roosaluste, E., Öpik, M., Wheatley, R.,
Zobel, M., 2007. Spatial pattern and species richness of boreonemoral forest
understorey and its determinants – a comparison of differently managed forests.
For. Ecol. Manag. 250, 64–70. https://doi.org/10.1016/j.foreco.2007.03.010.

MycoBank, 2013. MycoBank Database. International Mycological Association –
Westerdijk Fungal Biodiversity Institute https://www.mycobank.org. (Accessed 15
December 2020).

Nascimbene, J., Marini, L., Ódor, P., 2012. Drivers of lichen species richness atmultiple spa-
tial scales in temperate forests. Plant Ecol. Divers. 5, 355–363. https://doi.org/
10.1080/17550874.2012.735715.

Nimis, P.L., 2016. The Lichens of Italy. A Second Annotated Catalogue. EUT Edizioni
Università di Trieste, Trieste.

Nordén, B., Paltto, H., Claesson, C., Götmark, F., 2012. Partial cutting can enhance epiphyte
conservation in temperate oak-rich forests. For. Ecol. Manag. 270, 35–44. https://doi.
org/10.1016/j.foreco.2012.01.014.

Ódor, P., Király, I., Tinya, F., Bortignon, F., Nascimbene, J., 2013. Patterns and drivers of spe-
cies composition of epiphytic bryophytes and lichens in managed temperate forests.
For. Ecol. Manag. 306, 256–265. https://doi.org/10.1016/j.foreco.2013.07.001.

Ohlson, M., Söderström, L., Hörnberg, G., Zackrisson, O., Hermannson, J., 1997. Habitat
qualities versus long-term continuity as determinants of biodiversity in boreal old-
growth swamp forests. Biol. Conserv. 81, 221–231. https://doi.org/10.1016/S0006-
3207(97)00001-3.

Ohse, B., Seele, C., Holzwarth, F., Wirth, C., 2017. Different facets of tree sapling diversity
influence browsing intensity by deer dependent on spatial scale. Ecol. Evol. 7,
6779–6789. https://doi.org/10.1002/ece3.3217.

Oksanen, J., Blanchet, F.G., Kindt, R., Legendre, P., Minchin, P.R., O’Hara, R.B., Simpson, G.L.,
Sólymos, P., Henry, M., Stevens, H., Wagner, H., 2019. Vegan: community ecology
package. R Package Version 2, 5–6. https://cran.r-project.org/web/packages/vegan/.
(Accessed 10 March 2020).

Oxbrough, A., Ziesche, T., 2013. Spiders in forest ecosystems. In: Kraus, D., Krumm, F.
(Eds.), Integrative Approaches as an Opportunity for the Conservation of Forest
Biodiversity. European Forest Institute, Freiburg, pp. 186–193.

Oxbrough, A.G., Gittings, T., O’Halloran, J., Giller, P.S., Kelly, T.C., 2006. The influence of
open space on ground-dwelling spider assemblages within plantation forests. For.
Ecol. Manag. 237, 404–417. https://doi.org/10.1016/j.foreco.2006.09.063.

Paillet, Y., Berges, L., Hjältén, J., Ódor, P., Avon, C., Bernhardt-Römermann,M., Bijlsma, R.-J.,
De Bruyn, L., Fuhr, M., Grandin, U., Kanka, R., Lundin, L., Luque, S., Magura, T.,
Matesanz, S., Mészáros, I., Sebastiá, M.-T., Schmidt, W., Standovár, T., Tóthmérész,
B., Uotila, A., Valladares, F., Vellak, K., Virtanen, R., 2010. Biodiversity differences be-
tween managed and unmanaged forests: meta-analysis of species richness in
Europe. Conserv. Biol. 24, 101–112 (doi: 10-11.10.1111/j.1523-1739.2009.01399.x).

Pakeman, R.J., Stockan, J.A., 2014. Drivers of carabid functional diversity: abiotic environ-
ment, plant functional traits, or plant functional diversity? Ecology 95, 1213–1224.
https://doi.org/10.1890/13-1059.1.

Park, Y., Kim, J., Jang, T., Chae, H., Takami, Y., 2017. Local climate mediates spatial and tem-
poral variation in carabid beetle communities in three forests in Mount Odaesan,
Korea. Ecol. Entomol. 42, 184–194. https://doi.org/10.1111/een.12370.

Penone, C., Allan, E., Soliveres, S., Felipe-Lucia, M.R., Gossner, M.M., Seibold, S., Simons,
N.K., Schall, P., van der Plas, F., Manning, P., Manzanedo, R.D., Boch, S., Prati, D.,
Ammer, C., Bauhus, J., Buscot, F., Ehbrecht, M., Goldmann, K., Jung, K., Müller, J.,
Müller, J.C., Pena, R., Polle, A., Renner, S.C., Ruess, L., Schonig, I., Schrumpf, M., Solly,
E.F., Tschapka, M., Weisser, W.W., Wubet, T., Fischer, M., 2019. Specialisation and di-
versity of multiple trophic groups are promoted by different forest features. Ecol. Lett.
22, 170–180. https://doi.org/10.1111/ele.13182.

van der Plas, F., Manning, P., Soliveres, S., Allan, E., Scherer-Lorenzen, M., Verheyen, K.,
Wirth, C., Zavala, M.A., Ampoorter, E., Baeten, L., Barbaro, L., Bauhus, J., Benavides, R.,
Benneter, A., Bonal, D., Bouriaud, O., Bruelheide, H., Bussotti, F., Carnol, M.,
Castagneyroli, B., Charbonnier, Y., Coomes, D.A., Coppi, A., Bestias, C.C., Dawud, S.M.,
De Wandeler, H., Domisch, T., Finer, L., Gessler, A., Granier, A., Grossiord, C., Guyot, V.,
Hattenschwiler, S., Jactel, H., Jaroszewicz, B., Joly, F.X., Jucker, T., Koricheva, J., Milligan,
H., Mueller, S., Muys, B., Nguyen, D., Pollastrini, M., Ratcliffe, S., Raulund-Rasmussen,
K., Selvi, F., Stenlid, J., Valladares, F., Vesterdal, L., Zielinski, D., Fischer, M., 2016. Biotic
homogenization can decrease landscape-scale forest multifunctionality. Proc. Natl.
Acad. Sci. U. S. A. 113, 3557–3562. https://doi.org/10.1073/pnas.1517903113.

Plue, J., Van Gils, B., De Schrijver, A., Peppler-Lisbach, C., Verheyen, K., Hermy, M., 2013.
Forest herb layer response to long-term light deficit along a forest developmental se-
ries. Acta Oecol. 53, 63–72. https://doi.org/10.1016/j.actao.2013.09.005.

Podani, J., 2000. Introduction to the Exploration of Multivariate Biological Data. Backhuys
Publishers, Leiden.

Pommerening, A., Murphy, S.T., 2004. A review of the history, definitions and methods of
continuous cover forestry with special attention to afforestation and restocking.
Forestry 77, 27–44. https://doi.org/10.1093/forestry/77.1.27.

Puletti, N., Canullo, R., Mattioli, W., Gawrys, R., Corona, P., Czerepko, J., 2019. A dataset of
forest volume deadwood estimates for Europe. Ann. For. Sci. 76, 68. https://doi.org/
10.5281/zenodo.1467784.

RDevelopment Core Team, 2019. R: A Language and Environment for Statistical Computing.
R Foundation for Statistical Computing, Vienna https://www.r-project.org/. (Accessed
10 March 2020).

https://doi.org/10.1111/ddi.12705
https://doi.org/10.1111/ddi.12705
https://doi.org/10.1016/j.ecolind.2017.10.036
https://doi.org/10.1111/icad.12372
https://doi.org/10.1111/icad.12372
http://refhub.elsevier.com/S0048-9697(21)03792-X/rf0245
http://refhub.elsevier.com/S0048-9697(21)03792-X/rf0245
http://refhub.elsevier.com/S0048-9697(21)03792-X/rf0245
https://doi.org/10.1034/j.1600-0706.2003.12415.x
https://doi.org/10.1007/s10531-012-0415-y
http://refhub.elsevier.com/S0048-9697(21)03792-X/rf0260
http://refhub.elsevier.com/S0048-9697(21)03792-X/rf0260
https://doi.org/10.1016/j.agrformet.2016.11.268
https://doi.org/10.1016/j.agrformet.2016.11.268
http://refhub.elsevier.com/S0048-9697(21)03792-X/rf0270
http://refhub.elsevier.com/S0048-9697(21)03792-X/rf0270
https://doi.org/10.1016/j.funeco.2015.05.009
https://doi.org/10.1016/j.funeco.2015.05.009
https://doi.org/10.1007/s42974-020-00031-6
https://doi.org/10.1007/s42974-020-00031-6
https://doi.org/10.3389/Ffgc.2021.629020
https://doi.org/10.3389/Ffgc.2021.629020
http://refhub.elsevier.com/S0048-9697(21)03792-X/rf0290
http://refhub.elsevier.com/S0048-9697(21)03792-X/rf0290
https://doi.org/10.1016/j.foreco.2018.09.057
https://doi.org/10.1111/j.1523-1739.2010.01513.x
https://doi.org/10.1111/j.1523-1739.2010.01513.x
https://doi.org/10.1111/j.1755-263X.2012.00257.x
http://refhub.elsevier.com/S0048-9697(21)03792-X/rf0310
http://refhub.elsevier.com/S0048-9697(21)03792-X/rf0310
http://refhub.elsevier.com/S0048-9697(21)03792-X/rf0310
https://doi.org/10.1016/J.Foreco.2020.118434
https://doi.org/10.1007/s10980-019-00903-x
https://doi.org/10.1007/s10531-011-0192-z
http://refhub.elsevier.com/S0048-9697(21)03792-X/rf0330
http://refhub.elsevier.com/S0048-9697(21)03792-X/rf0330
http://refhub.elsevier.com/S0048-9697(21)03792-X/rf0330
http://refhub.elsevier.com/S0048-9697(21)03792-X/rf0330
http://refhub.elsevier.com/S0048-9697(21)03792-X/rf0330
https://doi.org/10.1556/168.2015.16.2.3
https://doi.org/10.1007/s10531-009-9586-6
https://doi.org/10.1007/s11258-016-0599-4
https://doi.org/10.1046/j.1365-2311.2000.00279.x
https://doi.org/10.1007/s10531-012-0361-8
https://doi.org/10.1007/s10531-012-0361-8
https://doi.org/10.1016/j.foreco.2005.09.023
https://doi.org/10.1016/j.foreco.2005.09.023
http://refhub.elsevier.com/S0048-9697(21)03792-X/rf0365
http://refhub.elsevier.com/S0048-9697(21)03792-X/rf0365
http://refhub.elsevier.com/S0048-9697(21)03792-X/rf0365
https://doi.org/10.1016/j.foreco.2007.03.010
https://www.mycobank.org
https://doi.org/10.1080/17550874.2012.735715
https://doi.org/10.1080/17550874.2012.735715
http://refhub.elsevier.com/S0048-9697(21)03792-X/rf0385
http://refhub.elsevier.com/S0048-9697(21)03792-X/rf0385
https://doi.org/10.1016/j.foreco.2012.01.014
https://doi.org/10.1016/j.foreco.2012.01.014
https://doi.org/10.1016/j.foreco.2013.07.001
https://doi.org/10.1016/S0006-3207(97)00001-3
https://doi.org/10.1016/S0006-3207(97)00001-3
https://doi.org/10.1002/ece3.3217
https://cran.r-project.org/web/packages/vegan/
http://refhub.elsevier.com/S0048-9697(21)03792-X/rf0415
http://refhub.elsevier.com/S0048-9697(21)03792-X/rf0415
http://refhub.elsevier.com/S0048-9697(21)03792-X/rf0415
https://doi.org/10.1016/j.foreco.2006.09.063
http://refhub.elsevier.com/S0048-9697(21)03792-X/rf0425
http://refhub.elsevier.com/S0048-9697(21)03792-X/rf0425
http://refhub.elsevier.com/S0048-9697(21)03792-X/rf0425
https://doi.org/10.1890/13-1059.1
https://doi.org/10.1111/een.12370
https://doi.org/10.1111/ele.13182
https://doi.org/10.1073/pnas.1517903113
https://doi.org/10.1016/j.actao.2013.09.005
http://refhub.elsevier.com/S0048-9697(21)03792-X/rf0455
http://refhub.elsevier.com/S0048-9697(21)03792-X/rf0455
https://doi.org/10.1093/forestry/77.1.27
https://doi.org/10.5281/zenodo.1467784
https://doi.org/10.5281/zenodo.1467784
https://www.r-project.org/


F. Tinya, B. Kovács, A. Bidló et al. Science of the Total Environment 795 (2021) 148720
Raymond, P., Bedard, S., Roy, V., Larouche, C., Tremblay, S., 2009. The irregular
shelterwood system: review, classification, and potential application to forests af-
fected by partial disturbances. J. For. 107, 405–413.

Renvall, P., 1995. Community structure and dynamics of wood-rotting Basidiomycetes on
decomposing conifer trunks in northern Finland. Karstenia 35, 1–51. https://doi.org/
10.29203/ka.1995.309.

Reverchon, F., del Ortega-Larrocea, P.M., Perez-Moreno, J., 2010. Saprophytic fungal com-
munities change in diversity and species composition across a volcanic soil
chronosequence at Sierra del Chichinautzin, Mexico. Ann. Microbiol. 60, 217–226.
https://doi.org/10.1007/s13213-010-0030-7.

Riechert, S.E., Gillespie, R., 1986. Habitat choice and utilization in web building spiders. In:
Shear, W. (Ed.), Spiders: Webs, Behavior and Evolution. Stanford University Press,
Stanford, pp. 23–49.

Sabatini, F.M., Jimenez-Alfaro, B., Burrascano, S., Blasi, C., 2014. Drivers of herb-layer spe-
cies diversity in two unmanaged temperate forests in northern Spain. Commun. Ecol.
15, 147–157. https://doi.org/10.1556/Comec.15.2014.2.3.

Sabatini, F.M., Burrascano, S., Azzella, M.M., Barbati, A., De Paulis, S., Di Santo, D., Facioni,
L., Giuliarelli, D., Lombardi, F., Maggi, O., Mattioli, W., Parisi, F., Persiani, A., Ravera, S.,
Blasi, C., 2016. One taxon does not fit all: herb-layer diversity and stand structural
complexity are weak predictors of biodiversity in Fagus sylvatica forests. Ecol. Indic.
69, 126–137. https://doi.org/10.1016/j.ecolind.2016.04.012.

Samu, F., Sárospataki, M., 1995. Design and use of a hand-hold suction sampler and its
comparison with sweep net and pitfall trap sampling. Folia Entomologica Hungarica
56, 195–203.

Samu, F., Lengyel, G., Szita, E., Bidló, A., Ódor, P., 2014. The effect of forest stand character-
istics on spider diversity and species composition in deciduous-coniferous mixed for-
ests. J. Arachnol. 42, 135–141. https://doi.org/10.1636/CP13-75.1.

Schall, P., Gossner, M.M., Heinrichs, S., Fischer, M., Boch, S., Prati, D., Jung, K., Baumgartner,
V., Blaser, S., Böhm, S., Buscot, F., Daniel, R., Goldmann, K., Kaiser, K., Kahl, T., Lange,
M., Müller, J., Overmann, J., Renner, S.C., Schulze, E.-D., Sikorski, J., Tschapka, M.,
Türke, M., Weisser, W.W., Wemheuer, B., Wubet, T., Ammer, C., 2018. The impact of
even-aged and uneven-aged forest management on regional biodiversity of multiple
taxa in European beech forests. J. Appl. Ecol. 55, 267–278. https://doi.org/10.1111/
1365-2664.12950.

Schall, P., Heinrichs, S., Ammer, C., Ayasse, M., Boch, S., Buscot, F., Fischer, M., Goldmann,
K., Overmann, J., Schulze, E.D., Sikorski, J., Weisser, W.W., Wubet, T., Gossner, M.M.,
2020. Can multi-taxa diversity in European beech forest landscapes be increased by
combining different management systems? J. Appl. Ecol. 57, 1363–1375. https://doi.
org/10.1111/1365-2664.13635.

Seibold, S., Gossner, M.M., Simons, N.K., Blüthgen, N., Müller, J., Ambarlı, D., Ammer, C.,
Bauhus, J., Fischer, M., Habel, J.C., Linsenmair, K.E., Nauss, T., Penone, C., Prati, D.,
Schall, P., Schulze, E.-D., Vogt, J., Wöllauer, S., Weisser, W.W., 2019. Arthropod decline
in grasslands and forests is associated with landscape-level drivers. Nature 574,
671–674. https://doi.org/10.1038/s41586-019-1684-3.

Siller, I., Kutszegi, G., Takács, K., Varga, T., Merényi, Zs., Turcsányi, G., Ódor, P., Dima, B.,
2013. Sixty-one macrofungi species new to Hungary in Őrseg National Park.
Mycosphere 4, 871–924. https://doi.org/10.5943/mycosphere/4/5/3.

Simard, S.W., Beiler, K.J., Bingham, M.A., Deslippe, J.R., Philip, L.J., Teste, F.P., 2012. Mycor-
rhizal networks: mechanisms, ecology and modelling. Fungal Biol. Rev. 26, 39–60.
https://doi.org/10.1016/j.fbr.2012.01.001.

Sitzia, T., Campagnaro, T., Dainese, M., Cassol, M., Dal, Cortivo M., Gatti, E., Padovan, F.,
Sommacal, M., Nascimbene, J., 2017. Contrasting multi-taxa diversity patterns be-
tween abandoned and non-intensively managed forests in the southern Dolomites.
Iforest - Biogeosciences and Forestry. 10, pp. 845–850. https://doi.org/10.3832/
ifor2181-010.

Sklodowski, J., 2014. Consequence of the transformation of a primeval forest into a man-
aged forest for carabid beetles (Coleoptera: Carabidae) – a case study from
Bialowieza (Poland). Eur. J. Entomol. 111, 639–648. https://doi.org/10.14411/
Eje.2014.088.

Smith, S.E., Read, D.J., 2008. Mycorrhizal Symbiosis. Third edition. Academic Press,
London.

Startsev, N., Lieffers, V.J., Landhausser, S.M., 2008. Effects of leaf litter on the growth of bo-
real feather mosses: implication for forest floor development. J. Veg. Sci. 19, 253–260.
https://doi.org/10.3170/2008-8-18367.

Stockland, J.N., Siitonen, J., Jonsson, B.G., 2012. Biodiversity in Dead Wood. Cambridge
University Press, New York.

Talbot, J.M., Bruns, T.D., Smith, D.P., Branco, S., Glassman, S.I., Erlandson, S., Vilgalys, R.,
Peay, K.G., 2013. Independent roles of ectomycorrhizal and saprotrophic
14
communities in soil organic matter decomposition. Soil Biol. Biochem. 57, 282–291.
https://doi.org/10.1016/j.soilbio.2012.10.004.

Tedersoo, L., Bahram, M., Põlme, S., Kõljalg, U., Yorou, N.S., Wijesundera, R., Ruiz, L.V.,
Vasco-Palacios, A.M., Thu, P.Q., Suija, A., Smith, M.E., Sharp, C., Saluveer, E., Saitta, A.,
Rosas, M., Riit, T., Ratkowsky, D., Pritsch, K., Põldmaa, K., Piepenbring, M., Phosri, C.,
Peterson, M., Parts, K., Pärtel, K., Otsing, E., Nouhra, E., Njouonkou, A.L., Nilsson,
R.H., Morgado, L.N., Mayor, J., May, T.W., Majuakim, L., Lodge, D.G., Lee, S.S., Larsson,
K.-H., Kohout, P., Hosaka, K., Hiiesalu, I., Henkel, T.W., Harend, H., Guo, L.-D.,
Greslebin, A., Grelet, G., Geml, J., Gates, G., Dunstan, W., Dunk, C., Drenkhan, R.,
Dearnaley, J., De Kesel, A., Dang, T., Chen, X., Buegger, F., Brearley, F.Q., Bonito, G.,
Anslan, S., Abell, S., Abarenkov, K., 2014. Global diversity and geography of soil
fungi. Science 346, 1256688. https://doi.org/10.1126/science.1256688.

Tews, J., Brose, U., Grimm, V., Tielborger, K., Wichmann, M.C., Schwager, M., Jeltsch, F.,
2004. Animal species diversity driven by habitat heterogeneity/diversity: the impor-
tance of keystone structures. J. Biogeogr. 31, 79–92. https://doi.org/10.1046/j.0305-
0270.2003.00994.x.

The Plant List, 2013. The Plant List. Version 1.1. http://www.theplantlist.org. (Accessed 25
November 2020).

Thorn, S., Forster, B., Heibl, C., Müller, J., Bässler, C., 2018. Influence of macroclimate and
local conservation measures on taxonomic, functional, and phylogenetic diversities
of saproxylic beetles and wood-inhabiting fungi. Biodivers. Conserv. 27, 3119–3135.
https://doi.org/10.1007/s10531-018-1592-0.

Tímár, G., Ódor, P., Bodonczi, L., 2002. Az Őrségi Tájvédelmi Körzet erdeinek jellemzése
[The characteristics of forest vegetation of the Őrség landscape protected area].
Kanitzia 10, 109–136.

Tinya, F., Márialigeti, S., Király, I., Németh, B., Ódor, P., 2009. The effect of light conditions
on herbs, bryophytes and seedlings of temperate mixed forests in Őrség, Western
Hungary. Plant Ecol. 204, 69–81. https://doi.org/10.1007/s11258-008-9566-z.

Tinya, F., Márialigeti, S., Bidló, A., Ódor, P., 2019. Environmental drivers of the forest regen-
eration in temperate mixed forests. For. Ecol. Manag. 433, 720–728. https://doi.org/
10.1016/j.foreco.2018.11.051.

Tinya, F., Kovács, B., Aszalós, R., Tóth, B., Csépányi, P., Németh, Cs., Ódor, P., 2020. Initial
regeneration success of tree species after different forestry treatments in a sessile
oak-hornbeam forest. For. Ecol. Manag. 459, 117810. https://doi.org/10.1016/j.
foreco.2019.117810.

Tomao, A., Bonet, J.A., Castano, C., de-Miguel, S., 2020. Howdoes forestmanagement affect
fungal diversity and community composition? Current knowledge and future per-
spectives for the conservation of forest fungi. For. Ecol. Manag. 457, 117678.
https://doi.org/10.1016/J.Foreco.2019.117678.

Toranza, C., Arim, M., 2010. Cross-taxon congruence and environmental conditions. BMC
Ecol. 10, 18–26. https://doi.org/10.1186/1472-6785-10-18.

Uhía, E., Briones, M.J.I., 2002. Population dynamics and vertical distribution of
enchytraeids and tardigrades in response to deforestation. Acta Oecol. 23, 349–359.
https://doi.org/10.1016/S1146-609X(02)01170-0.

Urbanowski, C.K., Horodecki, P., Kamczyc, J., Skorupski, M., Jagodzinski, A.M., 2018.
Succession of mite assemblages (Acari, Mesostigmata) during decomposition of
tree leaves in forest stands growing on reclaimed post-mining spoil heap and adja-
cent forest habitats. Forests 9, 718. https://doi.org/10.3390/F9110718.

Vockenhuber, E.A., Scherber, C., Langenbruch, C., Meissner,M., Seidel, D., Tscharntke, T., 2011.
Tree diversity and environmental context predict herb species richness and cover in
Germany's largest connected deciduous forest. Perspectives in Plant Ecology Evolution
and Systematics. 13, pp. 111–119. https://doi.org/10.1016/j.ppees.2011.02.004.

Wei, T., Simko, V., 2017. R Package "corrplot": Visualization of a Correlation Matrix
(Version 0.84). https://github.com/taiyun/corrplot. (Accessed 10 December 2020).

Wickham, H., 2016. ggplot2: Elegant Graphics for Data Analysis. Springer-Verlag, New
York.

World Spider Catalog, 2020. World Spider Catalog. Version 21.5. Natural History Museum
of Bern, Bern https://doi.org/10.24436/2 (Accessed 15 December 2020).

Zar, J.H., 1999. Biostatistical Analysis. Prentice Hall, New Jersey.
Zellweger, F., Baltensweiler, A., Ginzler, C., Roth, T., Braunisch, V., Bugmann, H., Bollmann,

K., 2016. Environmental predictors of species richness in forest landscapes: abiotic
factors versus vegetation structure. J. Biogeogr. 43, 1080–1090. https://doi.org/
10.1111/jbi.12696.

Zellweger, F., Roth, T., Bugmann, H., Bollmann, K., 2017. Beta diversity of plants, birds and
butterflies is closely associated with climate and habitat structure. Glob. Ecol.
Biogeogr. 26, 898–906. https://doi.org/10.1111/geb.12598.

Ziesche, T.M., Roth,M., 2008. Influence of environmental parameters on small-scale distribu-
tion of soil-dwelling spiders in forests:whatmakes the difference, tree species ormicro-
habitat? For. Ecol. Manag. 255, 738–752. https://doi.org/10.1016/j.foreco.2007.09.060.

http://refhub.elsevier.com/S0048-9697(21)03792-X/rf0475
http://refhub.elsevier.com/S0048-9697(21)03792-X/rf0475
http://refhub.elsevier.com/S0048-9697(21)03792-X/rf0475
https://doi.org/10.29203/ka.1995.309
https://doi.org/10.29203/ka.1995.309
https://doi.org/10.1007/s13213-010-0030-7
http://refhub.elsevier.com/S0048-9697(21)03792-X/rf0490
http://refhub.elsevier.com/S0048-9697(21)03792-X/rf0490
http://refhub.elsevier.com/S0048-9697(21)03792-X/rf0490
https://doi.org/10.1556/Comec.15.2014.2.3
https://doi.org/10.1016/j.ecolind.2016.04.012
http://refhub.elsevier.com/S0048-9697(21)03792-X/rf0505
http://refhub.elsevier.com/S0048-9697(21)03792-X/rf0505
http://refhub.elsevier.com/S0048-9697(21)03792-X/rf0505
https://doi.org/10.1636/CP13-75.1
https://doi.org/10.1111/1365-2664.12950
https://doi.org/10.1111/1365-2664.12950
https://doi.org/10.1111/1365-2664.13635
https://doi.org/10.1111/1365-2664.13635
https://doi.org/10.1038/s41586-019-1684-3
https://doi.org/10.5943/mycosphere/4/5/3
https://doi.org/10.1016/j.fbr.2012.01.001
https://doi.org/10.3832/ifor2181-010
https://doi.org/10.3832/ifor2181-010
https://doi.org/10.14411/Eje.2014.088
https://doi.org/10.14411/Eje.2014.088
http://refhub.elsevier.com/S0048-9697(21)03792-X/rf0550
http://refhub.elsevier.com/S0048-9697(21)03792-X/rf0550
https://doi.org/10.3170/2008-8-18367
http://refhub.elsevier.com/S0048-9697(21)03792-X/rf0560
http://refhub.elsevier.com/S0048-9697(21)03792-X/rf0560
https://doi.org/10.1016/j.soilbio.2012.10.004
https://doi.org/10.1126/science.1256688
https://doi.org/10.1046/j.0305-0270.2003.00994.x
https://doi.org/10.1046/j.0305-0270.2003.00994.x
http://www.theplantlist.org
https://doi.org/10.1007/s10531-018-1592-0
http://refhub.elsevier.com/S0048-9697(21)03792-X/rf0590
http://refhub.elsevier.com/S0048-9697(21)03792-X/rf0590
http://refhub.elsevier.com/S0048-9697(21)03792-X/rf0590
https://doi.org/10.1007/s11258-008-9566-z
https://doi.org/10.1016/j.foreco.2018.11.051
https://doi.org/10.1016/j.foreco.2018.11.051
https://doi.org/10.1016/j.foreco.2019.117810
https://doi.org/10.1016/j.foreco.2019.117810
https://doi.org/10.1016/J.Foreco.2019.117678
https://doi.org/10.1186/1472-6785-10-18
https://doi.org/10.1016/S1146-609X(02)01170-0
https://doi.org/10.3390/F9110718
https://doi.org/10.1016/j.ppees.2011.02.004
https://github.com/taiyun/corrplot
http://refhub.elsevier.com/S0048-9697(21)03792-X/rf0640
http://refhub.elsevier.com/S0048-9697(21)03792-X/rf0640
https://doi.org/10.24436/2
http://refhub.elsevier.com/S0048-9697(21)03792-X/rf0650
https://doi.org/10.1111/jbi.12696
https://doi.org/10.1111/jbi.12696
https://doi.org/10.1111/geb.12598
https://doi.org/10.1016/j.foreco.2007.09.060

	Environmental drivers of forest biodiversity in temperate mixed forests – A multi-�taxon approach
	1. Introduction
	2. Material and methods
	2.1. Study area
	2.2. Data collection
	2.2.1. Environmental variables
	2.2.2. Organism groups
	2.2.2.1. Understory herbs, woody seedlings, and ground-floor bryophytes
	2.2.2.2. Epiphytic bryophytes and lichens
	2.2.2.3. Terricolous saprotrophic, ectomycorrhizal, and wood-inhabiting macrofungi
	2.2.2.4. Spiders
	2.2.2.5. Carabid beetles
	2.2.2.6. Birds


	2.3. Data analysis

	3. Results
	3.1. Response of species richness of the organism groups to the environmental variables
	3.2. Response of species composition of the organism groups to the environmental variables
	3.3. Relationships between the investigated organism groups

	4. Discussion
	4.1. The strength of the models for the different organism groups
	4.2. Importance of the various environmental factors
	4.2.1. Stand structure
	4.2.2. Tree species diversity and composition
	4.2.3. Microclimate
	4.2.4. Litter and soil conditions
	4.2.5. Landscape and land-use history

	4.3. Limitations of the study
	4.4. Relationships between the investigated organism groups
	4.5. Conclusions – implications for management

	CRediT authorship contribution statement
	Declaration of competing interest
	Acknowledgements
	Funding
	References




